Inflammatory and oncogenic roles of a tumor stem cell marker doublecortin-
like kinase (DCLK1) in virus-induced chronic liver diseases
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FIG S1 Organization of DCLK1 protein domains. Recombinant DCLK1 tagged with red fluorescence protein

(RFP) at the N-terminus (RFP-DCLK1) is expressed in Huh7-RD or FCA4-RD. Two doublecortin domains (DCX1
and DCX2), Ser-Pro rich domains (SP-rich) and a kinase domain are indicated.



signaling (5.73%) .
multicellular organismal process (7.37%)—

esponse 10 stuimulus

regulation of biological process

biological regulation (3.49%

FIG S2 Gene ontology report showing functional distribution of genes influenced by HCV and DCLK1 co-
expression.
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FIG S3 Immunohistochemical staining results for liver tissues derived from HCV-positive patients at lower

magnifications to show pattern of staining in larger areas of the liver. Magnification=10x. The Figures 2, B, C, D,
are derived from these images but at 60x magnification.



ADJUSTED

Table 81 DCLK1-responsive genes. Summary of differentially GENE 1D FOLD DECREASE p-VALUE
expressed genes due to DCLK1 overexpression in Huh7 cells with MYLK4 21.65 1.02E-04
. . . APBBAIP 16.54 1.47E-03
statistical analysis (p-values are shown for each gene). LAMC2 15.63 2.76E03
ANXAS 14.43 5.13E-03
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