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Figure S11

In-group:
Species Used:

Number of 3’ UTRs:

S. cerevisiae Puf3 targets
post-WGD yeast (n = 8)
1534

In-group:
Species Used:

Number of 3’ UTRs:

S. cerevisiae Puf5 targets
post-WGD yeast (n = 8)
1343

In-group:
Species Used:

Number of 3’ UTRs:

Saccharomycotina Puf3 targets
Leotiomyceta (n = 42)
8418

In-group:
Species Used:

Number of 3’ UTRs:

S. cerevisiae Puf4 targets
post-WGD yeast (n = 8)
1399


