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Rapid Growth Element (RGE) lost
in promoters of mito. ribo. genes 

Puf3 loses mito. ribo. mRNAs

Puf4 gains mito. ribo. mRNAs

Puf4 gains ribosome biogenesis mRNAs
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Puf3 gains mito. ribo. mRNAs
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Pbf1/2 gains ribosome biogenesis

Presence of Ribosomal RNA Processing
Element (RRPE) in ribosome biogenesis
genes may predate fungi
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