Table S3. Oligonucleotides used in this study

Primer

Sequence (5’ -> 3’)

Gene Deletion Primers

ABUW_3260 P1
ABUW_3260 P2
ABUW_3260 P3
ABUW_3260 P4
ABUW_3261 P1
ABUW_3261 P2
ABUW_3261 P3
ABUW_3261 P4
ABUW_2544 P1
ABUW_2544 P2
ABUW_2544 P3
ABUW_2544 P4
ABUW_2520 P1
ABUW_2520 P2
ABUW_2520 P3
ABUW_2520 P4
ABUW_2370 P1
ABUW_2370 P2
ABUW_2370 P3
ABUW_2370 P4
ABUW_2236 P1
ABUW_2236 P2
ABUW_2236 P3
ABUW_2236 P4
ABUW_2196 P1
ABUW_2196 P2
ABUW_2196 P3
ABUW_2196 P4
ABUW_2074 P1
ABUW_2074 P2
ABUW_2074 P3
ABUW_2074 P4
ABUW_3741 P1
ABUW_3741 P2
ABUW_3741 P3
ABUW_3741 P4
ABUW_1645 P1
ABUW_1645 P2
ABUW_1645 P3
ABUW_1645 P4
ABUW_1672 P1
ABUW_1672 P2
ABUW_1672 P3
ABUW_1672 P4
ABUW_1692 P1
ABUW_1692 P2
ABUW_1692 P3
ABUW_1692 P4
ABUW_1755 P1
ABUW_1755 P2
ABUW_1755 P3
ABUW_1755 P4
ABUW_1849 P1
ABUW_1849 P2
ABUW_1849 P3
ABUW_1849 P4
ABUW_1966 P1
ABUW_1966 P2

ATTTATGCGGCCGCCTGCATATTGAATATAGCCTGGCTA
TAAGTCGTATATTATGTAATTAATTGATTCTTAAAAGAAGATATGGTAGTCCTTTTTCAA
TTGAAAAAGGACTACCATATCTTCTTTTAAGAATCAATTAATTACATAATATACGACTTA
ATTTATGCGGCCGCAGCATCGCCAACTTGTACAT
ATTTATGCGGCCGCCATCCTCTATGATGGATAAAGTGATCTTG
TCATATACACATCCAGATTAGCAATAAAGTATAGTGCCATCTCAGACTCAAGAGTCCTTA
TAAGGACTCTTGAGTCTGAGATGGCACTATACTTTATTGCTAATCTGGATGTGTATATGA
ATTTATGCGGCCGCGCTGTCTGGCACCTTCTG
ATTTATGCGGCCGCACAGCCTAAACTTGTCTTATCG
AATTTTGGGTTGTTTTATACAGCCCAATTTTTTATGAGCTAGAGCGGACAAAGTTATAAC
GTTATAACTTTGTCCGCTCTAGCTCATAAAAAATTGGGCTGTATAAAACAACCCAAAATT
ATTTATGCGGCCGCTCAAGGCTTTGCTTTTGGTGG
ATTTATGCGGCCGCATACAAGAATGGGAGGTATGTTTGGATC
TTTACATATAAGCCGTCATAGAAGAACAGGCTCAAGTTTGTTATTGCTGAGTTTTAAGTA
TACTTAAAACTCAGCAATAACAAACTTGAGCCTGTTCTTCTATGACGGCTTATATGTAAA
ATTTATGCGGCCGCTCACCAAAGATGACGACCAAC
ATTTATGCGGCCGCCATGGTCGCCAGTAAAACGT
CTAAATTTTAAAGACGGAAATCTAGGAAGAATCTTCAACAAAATATATTCGTTATTGCAA
TTGCAATAACGAATATATTTTGTTGAAGATTCTTCCTAGATTTCCGTCTTTAAAATTTAG
ATTTATGCGGCCGCCTACAGCTAAAGCCAACTCAAAGTT
ATTTATGCGGCCGCCACAAAGTCTGGTGTAAGTTTCTT
CACATTAGCTTTTAGCATCAAGAGTTACACTCTTTTATCAATTTCCCTAGACTGAAATGT
ACATTTCAGTCTAGGGAAATTGATAAAAGAGTGTAACTCTTGATGCTAAAAGCTAATGTG
ATTTATGCGGCCGCGAAGTCTGTTAAGTGAGGAACATTACTG
ATTTATGCGGCCGCAGACTAATCCCGTAAAATGCT
GCTTCGGCGCTTTTTTAGTTTACGTGATCAATCATTATTTTAATAAA
TTTATTAAAATAATGATTGATCACGTAAACTAAAAAAGCGCCGAAGC
ATTTATGCGGCCGCGGACTGTCATTTGCTCAAGCAG
ATTTATGCGGCCGCTCAAAACACCAAGGCATTAATTGAT
CCTTTATTTTTATAACAGTTTAAAAGATTTCTTACTGAACCTTAATGTCTAGAAATATAG
CTATATTTCTAGACATTAAGGTTCAGTAAGAAATCTTTTAAACTGTTATAAAAATAAAGG
ATTTATGCGGCCGCGCTTAAGTGGTCCAATTTTAGGTATT
ATTTATGCGGCCGCGCAATCTTTTCCCGACTTTAGT
ATTTAACGAGCTGTGCGGCACAGACATAACCTCAAATTTTTAATGGAATATTAGC
GCTAATATTCCATTAAAAATTTGAGGTTATGTCTGTGCCGCACAGCTCGTTAAAT
ATTTATGCGGCCGCAAGCAAAGCATCGTTTGGTAAAC
ATTTATGCGGCCGCTAACCAAAACGAGCCCATACG
CCATTATCGGGGCTTTTATTTTTAATAGTTATACCGCTTAAAATAATTTTTTGTTG
CAACAAAAAATTATTTTAAGCGGTATAACTATTAAAAATAAAAGCCCCGATAATGG
ATTTATGCGGCCGCAGCTCATTTATTTACCTGAACTTACCA
ATTTATGCGGCCGCCTTTCTTTCTCTGAAACAGCAGCT
TTTAGGTTCTGCATCTAAATTGAAATGATTCTGTCAAAAAAATTGAAAGAACCTGATTGG
CCAATCAGGTTCTTTCAATTTTTTTGACAGAATCATTTCAATTTAGATGCAGAACCTAAA
ATTTATGCGGCCGCGCTGGTCTAACAATCGCTTCT
ATTTATGCGGCCGCATCATCTGCTGCTTCTGAGGTT
TTTTAGTCTAGTATTTCAATGTTATTAAACGATTTCCCCGTAGTAAATCTTTTGAAAT
ATTTCAAAAGATTTACTACGGGGAAATCGTTTAATAACATTGAAATACTAGACTAAAA
ATTTATGCGGCCGCGGTAATACGCCACTGGTTCC
ATTTATGCGGCCGCGCATATCAGCATGCAGGAAAATATC
ACGAGAGTTTTTTAATTTTAGCTAAATATTTTTCGAATTTCATCCATATTTTTTAATTTT
AAAATTAAAAAATATGGATGAAATTCGAAAAATATTTAGCTAAAATTAAAAAACTCTCGT
ATTTATGCGGCCGCTTACATAGGATACGTATTGGCAAACAT
ATTTATGCGGCCGCAGCAGCCATGTTTCCTAAAGTATCCATT
TACGATAGAAGCTTAGTAGATCAATTTGCTGATGCATTATTTAATAAAATCATTTCATTC
GAATGAAATGATTTTATTAAATAATGCATCAGCAAATTGATCTACTAAGCTTCTATCGTA
ATTTATGCGGCCGCGCAATGCCAAAATTAATTCTGCCT
ATTTATGCGGCCGCTTCTAAGGCTTGAGCAACAGGT
TCCAACCATAAGTCTTATGAGCAGTATTTATAAGTATTCAATATAAGTGCTATCTGATTA



ABUW_1966 P3
ABUW_1966 P4
ABUW_3833 P1
ABUW_3833 P2
ABUW_3833 P3
ABUW_3833 P4
ABUW_1763 P1
ABUW_1763 P2
ABUW_1763 P3
ABUW_1763 P4
ABUW_3161 P1
ABUW_3161 P2
ABUW_3161 P3
ABUW_3161 P4
ABUW_3180 P1
ABUW_3180 P2
ABUW_3180 P3
ABUW_3180 P4
ABUW_2590 P1
ABUW_2590 P2
ABUW_2590 P3
ABUW._2590 P4
ABUW_3122 P1
ABUW_3122 P2
ABUW_3122 P3
ABUW_3122 P4
ABUW_1595 P1
ABUW_1595 P2
ABUW_1595 P3
ABUW._1595 P4
ABUW_1648 P1
ABUW_1648 P2
ABUW_1648 P3
ABUW_1648 P4
ABUW_1804 P1
ABUW_1804 P2
ABUW_1804 P3
ABUW_1804 P4

TAATCAGATAGCACTTATATTGAATACTTATAAATACTGCTCATAAGACTTATGGTTGGA
ATTTATGCGGCCGCGTGAATCTAAACCTGTCCAGAAATAATCC
ATTTATGCGGCCGCTCCAGATGTAATCGTACGTGTACT
ATTTGATCCGGTTTTTATGAAGATTTTTAAATGCTTAAAAATCTATACGTTAAATATAAG
CTTATATTTAACGTATAGATTTTTAAGCATTTAAAAATCTTCATAAAAACCGGATCAAAT
ATTTATGCGGCCGCTGTTGACGCTGCAATAACCAAA
ATTTATGCGGCCGCGAGCTTATTAAGTTGTGCCGATATGG
TAGCTGGGTTTTTTATATAAAGGTTTAGATATATTGCTCCTTATTGTCTTGTGA
TCACAAGACAATAAGGAGCAATATATCTAAACCTTTATATAAAAAACCCAGCTA
ATTTATGCGGCCGCAGATAAAGAGCTACCTAATCAGACGAT
ATTTATGCGGCCGCTTCGCCTAGTTGTTCCTCAAGA
GCGATGGCATTAGAAAATCAAGCTGTTTAAAAAGCCTTAACGTTTAAAAGTATTCATT
AATGAATACTTTTAAACGTTAAGGCTTTTTAAACAGCTTGATTTTCTAATGCCATCGC
ATTTATGCGGCCGCAGGTTTAGGCGATGCTGGTG
ATTTATGCGGCCGCCTGTATGATTTGTCGGGAGATAGCA
TCAGTTATAAATGAACCAATAAAAAAGCACCAACAACAAGAATTACCAGCCCCGCATA
TATGCGGGGCTGGTAATTCTTGTTGTTGGTGCTTTTTTATTGGTTCATTTATAACTGA
ATTTATGCGGCCGCTTCCAGTATTAGCGCACTCCA
GTTGGTCGAGCTGAATATGAAGTG
CATCGATATTGATGCTCTCTTTTTTAAATAATGCCTTGTAGCTATAAAAATCATAGTCAC
GTGACTATGATTTTTATAGCTACAAGGCATTATTTAAAAAAGAGAGCATCAATATCGATG
ACTTCAACAAGCAGAAGCCGAA

CTACCTGTAAGTAGGGAAAAGCATGTG
TCGATTCGATAACACGATTAATTTAGACATATTTGCCTGCCCATATTTTTTGATC
GATCAAAAAATATGGGCAGGCAAATATGTCTAAATTAATCGTGTTATCGAATCGA
CTGTGTCGAAGCAACAATCGA

TCTACACGTAACTTCCCTAACCGTT
TGAGTATGATCAGGCTTTCGTTGAATCTACGGATCTGAACCACGTTATATTGAACATA
TATGTTCAATATAACGTGGTTCAGATCCGTAGATTCAACGAAAGCCTGATCATACTCA
TACAGTACCTGAAGCAGGGCATTT

CCAGAAGCGCCACCACCATA
AAATAAAATAGATAGCACGCTAACAGTTGTTTCTAGCCAAGGATAGTTGCTTAACTCAGC
GCTGAGTTAAGCAACTATCCTTGGCTAGAAACAACTGTTAGCGTGCTATCTATTTTATTT
ACCTTCTCGGCAATTATTAGAAATTTTGGCAT

CCAATCTGGATGACGAAAGATTGTTC
GCTTTTACAGCGGCTTTTTTAATTTTCTGGTTCGTTTTCTTATATGAAACAA
TTGTTTCATATAAGAAAACGAACCAGAAAATTAAAAAAGCCGCTGTAAAAGC
CGCCTAGCTTGTTATGATGCTGTGTTTAA

Complementation Primers

gigB Fwd
gigB Rev
gigC Fwd
gigC Rev
gigD Fwd
gigD Rev
ptk Fwd

ptk Rev

rseP Fwd
rseP Rev
typA Fwd
typA Rev
uspA Fwd
uspA Rev

ATATTAACTAGTCAAGCGTACATTTTTTAGGCTTTTTGGCTA
ATTATTACTAGTTTTCCCCTTTTCGCTAAGCGTGAT
ATAAATGGTACCTACCTTTAAACCAATACGCGCAA
ATAATTGGTACCTTAAGCCTGATCTTCATCGCAAA
ATATTAGGTACCCCTTCTGGCAATGCAAATTCA
ATTTTAGGTACCCTACAGCGGCTTTTGTATAATTTTCTGTAA
GCTCGTAAGCTAAATGCTGAACATAT
TTAGTCTTCTTTTTGTGCCTTATAGG
ATTATTGGTACCTAGACAAGCAATGCGTGCG
ATTATTGGTACCTTACAAACGCATAAAGTCATTAAATAAAGCTAAA
ATTATTGGTACCGCCCATAAACGAGGTCAA
ATTATTGGTACCTTATTTATCACGGTTACGTTTACGTTCG
ATTATTGGTACCGGATACAACATAGGGCAAGGTTT
AATTTTGGTACCTTATTCAGTTACGACCAATACTGGCACA




