>

Faeces Ki 4 PlacKl C Faeces HP 4 PlacHP

5- e Cipro e Amox
'_ll—l m Clinda 51 = Minoc
%‘ 4 " ‘AA AA " AL ® “2‘ 4 o, ]
—— | = A
A A R P BRI TR
2 ot Ty Al TS il g :Q... fo. 3 ifi
I Dl TR R ?3,1. ZL.
T A‘L aog A " [=] ‘ ﬁ
b
< A ¢ ..I. ¢ A ] ‘
(] 2 o c A .I A,
c g 29 ,aq L o ad
& € N * .
s 9 = g
”n 1 o 1 .
N 1 ) [
¥ & & ¢ ¢ Ty & ¢ &
Visit Visit
B Saliva Kl 4 PlackKl D Saliva HP 4 PlacHP
e Cipro e Amox
4 — Clinda 4 . o ® Minoc
> > o .
= = o
Q 1 & 3' A B A l A‘.
: ‘fa\l @ i 2 ;.,: g.“:! ‘Pﬁ
5 "AI w4l s éiﬁr-u-«- % B
1 q” .
g g : A.F ale
c c L
& ‘ s
8 1 e M 4
» 7]
[— 1 [
ol— . . . . T ol— . T . T T
¥ & &P ¥ & & 3§y
Visit Visit

Figure S1. Diversity (Shannon H Diversity Index) of microbiome profiles per
sample type (Faeces, Saliva), study site (KI, HP) and treatment in time (BL -
baseline, W1 - week 1, M1 - month 1, M2 - month 2, M4 - month 4, M12 - month
12). The horizontal mark indicates the mean value, error bar - 95% CI. Connectors
above the data points connect statistically significantly different groups within the
respective timepoint (p<0.05; One-way ANOVA; Games-Howell post-hoc test).
Connectors below the data points connect the samples within one treatment at the
time points that differed significantly from the baseline (p<0.05; General Linear

Model Repeated Measures test).



