
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  
	
  

	
  

Figure	
  S4.	
  Most	
  significantly	
  affected	
  KOs	
  (7	
  of	
  612)	
  in	
  predicted	
  metagenomes	
  

from	
  ciprofloxacin-­‐exposed	
  faeces	
  at	
  month	
  1	
  compared	
  to	
  the	
  respective	
  placebo	
  

group	
  samples.	
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