K08722 yfbR; 5'-nucleotidase [EC:3.1.3.5] B Ciprofloxacin

K08070 E1.3.1.74; 2-alkenal reductase [EC:1.3.1.74.
f ] B Placebo KI
K07776 regX3; two-component system, OmpR family,

response regulator RegX3

K01921 ddl; D-alanine-D-alanine ligase [EC:6.3.2.4]

K009889 rph; ribonuclease PH [EC:2.7.7.56]

K00171 porD; pyruvate ferredoxin oxidoreductase,
delta subunit [EC:1.2.7.1]
K00170 porB; pyruvate ferredoxin oxidoreductase,
beta subunit [EC:1.2.7.1]
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Figure S4. Most significantly affected KOs (7 of 612) in predicted metagenomes
from ciprofloxacin-exposed faeces at month 1 compared to the respective placebo

group samples.



