
Purpose Amplicon length (bps) Primer names Primer sequences

MK_C15f CATAATGCCTTTTCATTTTCACC

MK_C15rev TGTAGGTTCTTGGGATAATACTTGC

SGRL-R1 AAAGATGGCTTTAACATGATAGGG

SGRL-R2 GGTGAAAATGAAAAGGCATTATG

SGRL-F1 GCAAGTATTATCCCAAGAACCTACA

SGRL-F2 TCTATCCCACTGTGATTTAACAGC

SGRL-F3 GTTTATGTTTGAGTCCGGAGG

SGRL-F4 ATTGCAACCTTATCGAAGAGTTG

MK_C15f CATAATGCCTTTTCATTTTCACC

MK_C15rev TGTAGGTTCTTGGGATAATACTTGC

SGRL-F8 CGAACCTACTGTGTTTTTGGG

SGRL-R1 AAAGATGGCTTTAACATGATAGGG

Sequencing primer SGRL-R3 ATCAACTCACCCAGACCTGC

SGRL-F9 GATTTTGGATTGTTGCGGTG

SGRL-R7 TCATCCTTCTGGTACCACCC

SGRL-F2 TCTATCCCACTGTGATTTAACAGC

SGRL-R4 GAATCTCCGCATTGAATTGC

SGRL-F10 TTGCTTTGTTAGTGGTCCTAATT

SGRL-R5 GAATTTTGCTTCGTCTAAACCC

SGRL-F4 ATTGCAACCTTATCGAAGAGTTG

SGRL-R11 TCGGGATATAAACAAATCAACC

SGRL-F4 ATTGCAACCTTATCGAAGAGTTG

SGRL-R5 GAATTTTGCTTCGTCTAAACCC

SGRL-F1 GCAAGTATTATCCCAAGAACCTACA

SGRL-diag3R CTGAATCTTGTTTATTTGAGC

SGRL-diag1F CGTTTGATACTTCTTTTAAGTGGG

SGRL-R4 GAATCTCCGCATTGAATTGC

SGRL-diag5F CTTAGGTTGTTCATTAGTATATCC

SGRL-R4 GAATCTCCGCATTGAATTGC

SGRL-diag6F CCTACATTCTATCCCACTCC

SGRL-R7 TCATCCTTCTGGTACCACCC

SGRL-F10 TTGCTTTGTTAGTGGTCCTAATT

SGRL-R5 GAATTTTGCTTCGTCTAAACCC

SGRL-F2 TCTATCCCACTGTGATTTAACAGC

SGRL-R4 GAATCTCCGCATTGAATTGC

SGRL-R4 GAATCTCCGCATTGAATTGC

SGRL-R7 TCATCCTTCTGGTACCACCC

SGRL-F10 TTGCTTTGTTAGTGGTCCTAATT

SGRL-F6 TCCTGAAGAATGGAGAAGCC

attB1-SGRL-F GGGGACAAGTTTGTAAAAAAAGCAGGCTCAATGGCATCATTATGTCATA

attB2-SGRL-R GGGGACCACTTTGTACAAGAAAGCTGGGTTCTAGCTGAGGAAAGAATCGG

attB2-SGRL-R-HIS GGGGACCACTTTGTACAAGAAAGCTGGGTAGCTGAGGAAAGAATCGGGAT

attB1-SGR-F GGGGACAAGTTTGTACAAAAAAGCAGGCTACATGGATACTCTAACGAGTG

attB2-SGR-R GGGGACCACTTTGTACAAGAAAGCTGGGTTTTACAAGTTACCATGTTGGG

attB2-SGR-R-HIS GGGGACCACTTTGTACAAGAAAGCTGGGTACAAGTTACCATGTTGGGGAT

attB1-PaO-F GGGGACAAGTTTGTACAAAAAAGCAGGCTTGATGGCACTTCCACACACAC

attB2-PaO-R GGGGACCACTTTGTACAAGAAAGCTGGGTTTCAATCGATTTCGGCATGTA

attB2-PaO-R-HIS GGGGACCACTTTGTACAAGAAAGCTGGGTAATCGATTTCGGCATGTAACT

attB1-SGRL-F GGGGACAAGTTTGTAAAAAAAGCAGGCTCAATGGCATCATTATGTCATA

attB2-3421-HIS GGGGACCAGTTTGTACAAGAAAGCTGGGTAACATTCCATTCTGTTGTAT

attB1-SGRL-F GGGGACAAGTTTGTAAAAAAAGCAGGCTCAATGGCATCATTATGTCATA

attB2-S241
STOP

-R GGGGACCACTTTGTACAAGAAAGCTGGGTTTCAAAGAAGAATAGCAAAAA

attB2-S241-HIS GGGGACCACTTTGTACAAGAAAGCTGGGTTAAGAAGAATAGCAAAAAGAG

attB1-SGRL-F GGGGACAAGTTTGTAAAAAAAGCAGGCTCAATGGCATCATTATGTCATA

attB2-M229
STOP

-R GGGGACCACTTTGTACAAGAAAGCTGGGTACTATGGGCTTCTCCATTCTT

attB2-M229-R-HIS GGGGACCACTTTGTACAAGAAAGCTGGGTATGGGCTTCTCCATTCTTCAG

SGRL-F GCAATGGAGGGAAAACGAGGC

SGRL-R GCAAAAAGAGCTTGGAATGTGG

QSGR-2F CGCAATGGAAGAAGGTGAAG

QSGR-2rev AAAGCCTTCAACACCACAGG

PsActF CACAATTGGCGCTGAAAGAT

PsActR TAATTGAGTTAAATGTCGTCTCATGGA

pDONR-Fs GTTAACGCTAGCATGGATCTC

pDONR-R GTAACATCAGAGATTTTGAGACAC

M13-F GTAAAACGACGGCCAGTG

M13-R GGAAACAGCTATGACCATG

attB1-Fs ACAAGTTTGTACAAAAAAGCAGGC

attB2-Rs ACCACTTTGTACAAGAAAGCTGGG

APX1 top GATCACCTGCCCAA

APX1 lower CGTCTGATGCTGACTACGCTTGCATCGTCGCTCCGGGCAGGT

TPX1 top CGTCGTGCGTGCAA

TPX1 lower CGTCTGATGCTGACTACGCTTGCATCGTCGCTCCGCACGCACGA

APX1Blunt top ACCTGCCCAA

APX1Blunt lower CGTCTGATGCTGACTACGCTTGCATCGTCGCTCCGGGCAGGT

APX1A CGTCTGATGCTGACTACGCT

APX1B ACTACGCTTGCATCGTCGCT

A236 GACTCGAGAATTGGATCCTTTTTTTTTTTTTTTTTT

A237 GACTCGAGAATTGGATCC
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