Figure S2 i

SETD2 LOH breakpoint regions (ISeg=10Mb; IBrk=10kb)
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Minimal segment length: 10Mb

SETD2 LOH breakpoint regions (ISeg=10Mb; IBrk=10kb)
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i. Observed H3K36me3 and H3K27me3 frequencies against expected distributions.

SETD2 Mut breakpoint regions (ISeg=10Mb; IBrk=10kb)
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