Supplementary Table 4. List of primers used for quantitative reverse-transcription PCR (RT-PCR), chromatin

immunoprecipitation-PCR (ChIP-PCR) and bisulfite sequencing PCR (BSP).

Gene Name Primers Sequence 5’ to 3’ Experiment

Rattus Norvegicus

Hdacl Forward CCTGGAGAAGATCAAGCAGCGG RT-PCR
Reverse CCGCTCTCTTCTGGGATGGCA

Hdac?2 Forward CCATAGGATCCGGATGACTC RT-PCR
Reverse ACTGGACAGTCTTCTCCGAC

Hdac4 Forward TGAGCTCCCAAAGCCATCCA RT-PCR
Reverse CAGGTCCATGGGTACTGCTG

Hdac5 Forward AGCCGTGATGACTTTCCCCT RT-PCR
Reverse GCACTGTTACACACGGACGA

Ezh2 Forward TCCTGGATGCCGGTGCAAAGC RT-PCR
Reverse TCCCAGTGGTCAGCAGCTCCA

G9a (Ehmt2) Forward TGTGCGACCCCAACATCATCCC RT-PCR
Reverse ATCCCAGAACCGGTCGCCGT

Kcna4d Forward CACCTGCCAAATCCGAGTGA RT-PCR
Reverse GGGCAAACTCAACACTGAGG

Kcnd2 Forward CAGAGAACTCTAGACCGACG RT-PCR
Reverse CCGCCAAAGGCGTCTCAAAA

Kcng2 Forward CGTTCATCTACCACGCCTAC RT-PCR
Reverse CCGAATACCACGATGGTCAC

Kcnmal Forward ATGCCGCTTCGTGCTAGCAA RT-PCR
Reverse CCATATTGCCTGGTACGCCA

Gapdh Forward TGCCACTCAGAAGACTGTGG RT-PCR
Reverse TTCAGCTCTGGGATGACCTT

Kcna4 “TSS” Forward GCAATCTGCTTAAGGCTTCC ChIP-PCR
Reverse GAAATGGCTGGTTCCAGTTG

Kcna4 “-500bp” Forward GCTGCAGACTCTTGATGTTCC ChIP-PCR

Reverse GGTGCATCTCTGGCAAGACT
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