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Supplementary Figure 2. ProtoArray-derived data show targets recognized by rIgG derived
from B cells residing in the CNS of patients with multiple sclerosis. Reactivity of MS derived
rIgG was compared to that of rIgG derived from controls. Z-scores that were larger than 3 in the MS
cohort and did not reach this threshold in any of the control arrays are shown and highlighted in red.
The rIgGs from both the MS and controls groups were pooled (up to 3 rIgG per array) during the
initial scouting to maximize efficient use of the arrays. MS array 1 included MS-A1l, A4 and A6; MS
array 2 included MS-C1, C2 and C4; MS array 3 included MS-F1, MS-B1 and MS-D1. An equal
number of control arrays were also run side-by-side with the MS samples. Control array 1 included
GCT-A4, AS and A6; control array 2 included IBM-A1, A2 and A3 and control array 3 included
IBM-B1, A2 and A3.
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