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Supplementary Table 2. Sequence characteristics of immunoglobulin variable regions used in this study

HEAVY LIGHT
ID VH D JH CDR3* (aa) Mutations** (aa) Vk Jk CDR3* (aa) Mutations** (aa)

MS-Al | IGHV3-15 | IGHD5-12 | IGHJ4 CTTDDTGHDWGHW 7 IGKVI-12 | IGKJI CQQANSFPSF 3
MS-A2 | IGHV4-59 | IGHDI-26 | IGHJ5 CARGKDWLDPW 8 IGKVI-9 | IGKJ2 | CQQVNAYPYTF 3
MS-A3 IGHV6-1 | IGHD6-6 | IGHJ4 CATGGQYTSWSFDSW 9 IGKV1-16 | IGKJ4 | CQQYHNLLTF 8
MS-A4 | IGHV3-30 | IGHD2-2 | IGHJ4 CAKEIDLAYLNSW 6 IGKVI-9 | IGKJ2 | CQQVNAYPYTF 3
MS-A5 | IGHV3-30 | IGHD2-2 | IGHJ4 CAKEIDLAYLNSW 7 IGKVI-9 | IGKJ2 | CQQVNAYPYTF 3
MS-A6 | IGHVI1-18 | IGHD3-10 | IGHJ4 CVRGVVAGGDDYW 9 IGKVI-9 | IGKJ2 | CQQVNAYPYTF 3
MS-B1 | IGHV2-26 | IGHD3-22 | IGHJ6 CARLHPVAYEGYYHHVHGVDVW 7 IGKV1-39 | IGKJ5 | CLQSYNTPLTF 5
MS-C1 IGHV3-9 | IGHD5-12 | IGHJ4 CARDSGYEFLDYW 12 IGKV1-33 | IGKJ4 | CQQYDNLRPLTF 3
MS-C2 IGHV2-5 | IGHDI-26 | IGHJ6 CAHTRIVGATRHSYYHAMDVW 9 IGKV1-39 | IGKJl | CQQSYTFSWTF 8
MS-C3 IGHV2-5 | IGHD2-2 | IGHJ4 CAHVFRDCSTTRCYDRGYDYW 8 IGKV1-33 | IGKJ4 | CQHYDSLPLTF 9
MS-C4 IGHVI-2 | IGHD6-25 | IGHJ3 CARDGGRHTSGYYEWTALDIW 10 IGKV1-39 | IGKJl | CQQSYTFSWTF 8
MS-DI | IGHVI1-46 | IGHD5-18 | IGHJ3 CTTELGYSLGLRASDVW 8 IGKV3-11 | IGKJ2 | CHLRGNWPRTF 5
MS-D2 | IGHVI1-46 | IGHD5-18 | IGHJ3 CTTELGYSLGLRASDVW 8 IGKV1-39 | IGKJ2 | CQQSDSSPYTF 6
MS-D3 IGHV3-7 | IGHD2-2 | IGHJ6 | CAREVRDCSSSTCYAEDLIYFYYYYMDVW 9 IGKV3-11 | IGKJ2 | CHLRGNWPRTF 5
MS-D4 | IGHV5-51 | IGHD5-12 | IGHJ6 CARHSPPGYDYNAMDVW 6 IGHKV3-11 | IGKJ2 | CHLRGNWPRTF 5
MS-El | IGHV2-5 | IGHDI-14 | IGHJ4 CAHRPIIEHNRIPFDFW 4 IGKV1-39 | IGKJI | CQQSYSTLWTF 4
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MS-F1 | IGHV3-23 | IGHD3-16 | IGHJ6 CANARFYCSTSNCPAAGMDVW 11 IGKV2-28 | IGKJ4 | CMQSLQTPPTF 6
GCT-Al | IGHV4-61 | IGHD3-22 | IGHJ3 CARDLLYYSDSSGFYGAFDIW 3 IGKV4-1 | IGKJ1 | CQQYYTTLGTF 1
GCT-A2 | IGHV3-43 | IGHD2-8 | IGHJ4 CAKDSSRDILLGTTTGFMDVW 4 IGKV1-33 | IGKJ4 | CQQYDNLPPTF 3
GCT-A3 | IGHV4-61 | IGHD2-2 | IGHJ3 CARGLVTYCRTTNCYDVEDIW 5 IGKV1-12 | IGKJ2 | CQQANSFPYTF 5
GCT-A4 | IGHV3-7 | IGHD6-19 | IGHJ6 CARWAHSPVAESFHYYYYAMDVW 2 IGKV3-20 | IGKJ2 | CQQYGNSPPYTF 6
GCT-A5 | IGHV5-10 NI IGHJ6 CARDYGDVW 9 IGKV4-1 | IGKJ1 | CQQYYTIPRTF 2
GCT-A6 | IGHV3-33 | IGHD3-3 | IGHJ4 | CARDSTPFNYDFWSGYYSGVPPTPATADYW 2 IGKV1-33 | IGKJ5 | CQQYGDLPRAF 5
GCT-A7 | IGHV5-51 | IGHD3-22 | IGHJ4 CARPSSMMSPFDYW 6 IGKV1-33 | IGKJ5 | CQQYGDLPRAF 4
GCT-A8 | IGHV5-10 | IGHD2-2 | IGHJ4 CARHDGAAMARYGYW 4 IGKV2-30 | IGKJ1 | CMQGTQWPWTF 4
GCT-A9 | IGHVI1-24 | IGHD3-22 | IGHJ5 CATASRDYYDSSGYLSTKNWFDPW 0 IGKV1-33 | IGKJ4 | CQQYDDLPLTF 3

GCT-A10 | IGHV4-61 | IGHD3-22 | IGHJ3 CARDLVYYSDSSGFYGAFDIW 4 IGKV4-1 | IGKJ1 | CQQYYTTLGTF 1
IBM-Al | IGHV3-9 | IGHD3-22 | IGHJ4 CVKEDYGTGGYYRFDHW 10 IGKV1-39 | IGKJ2 | CQQSYTSPYTF 5
IBM-A2 | IGHV2-70 | IGHD3-10 | IGHJ6 CARVRVVRGAGYYYGMDVW 11 IGKV4-1 | IGKJ4 | CQQYYDTPLTF 11
IBM-A3 | IGHV5-51 | IGHD3-3 | IGHJ6 CARLKYHFWNGHDYYYYGMDVW 13 IGKV4-1 | IGKJ2 | CQQYYSPPYTF 4
IBM-Bl | IGHV1-69 | IGHD1-26 | IGHJ1 CEGGFQHW 27 IGKV2-28 | IGKJ2 | CMQARQTVYTF 8
IBM-B2 | IGHV3-9 | IGHD3-10 | IGHJ4 CVKDRGYASLSFGDLEYW 5 IGKV3-15 | IGKJ4 | CQQYDNWPSF 7
IBM-B3 | IGHVI1-2 | IGHD3-3 | IGHJ4 CASLRIKIFGLIINPYDYW 12 IGKV3-20 | IGKJ5 CQQYANSVF 7
HS8-18C5 | IGHVI1-18 | IGHD4-23 | IGHJI CATGNTMVNMPYW 10 IGKV4-1 | IGKJ4 | CQNDHSYPLTF 1
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* Bold amino acids indicate replacement mutations
** Vi and Vi gene segment mutation count does not include those indicated in the CDR3

The sequences of the VH and VL domains listed in the table have been deposited in GenBank under accession numbers KT984419-
KT984484 following the same order in which they appear in the table.

NI = not identifiable (usually due to particularly short D-segments)
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