Supplemental Figure 1. GPRC6A Homology Modelling. (A) MSA between 16 sequences shown using
clustralx color code. Alignment is shown for helix-4, extracellular loop-2 and helix-5 regions. (B)
Sequence similarity scores between 16 sequences after MSA. Sequence 1: GPRC6A, Sequences 2-9:
class-C GPCR's, Sequences 10-16: class-A GPCR's. mGIluR-1 (sequence-2) and mGIluR-5 (sequence-3)
taken as main templates for transmembrane domain modelling (C, D) GPRC6A transmembrane

homology models based on the mGlu-1 and mGlu-5 receptor structures.

Supplemental Figure 2. Generation of GPRC6A knockdown PC-3 cells using CRISPR-Cas9 system.
(A) The lentiCRISPR vector from Addgene. Location and sequences of GPRC6A sgRNA-3 (B) , and
sequence mutagenesis of GPRC6A in PC-3 cells with CRISPR-Cas9 system (C). GPRC6A messenger

RNA (D) and protein expression (E) in GPRC6A knockdown PC-3 cells using CRISPR-Cas9 system.

Supplemental Figure 3. Docking of DJ-1-267R to GPRC6A. Residues surrounding DJ-1-267R in the

binding pocket.

Supplemental Figure 4. Docking of DJ-1-267S to GPRC6A. Residues surrounding DJ-1-267S in the

binding pocket.
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Supplemental Table 1. The list of SARMs.
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