A.

C.

Contig 1 } , genotyped
1_108142475_hg19_1.seq(1>864) [ >
1_108142475_contig_1.seq(1>1175) [ . .
2391593.cust0m1.;bl(lZ>l8Z; —_— sitelD: chr1_108142475
2391593.custom2.ab1(13>484) L L L L L | .
ALoYhE 1 seot15.989) D e sample seq.uenced. HGDPO00713
Alu subfamily: AluYb8
10 20 30 40 50 60 70 80 920

100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1

TTTACACACTTTCCAGATTTAAATTTAATTCCAGGCCCTATTGTGTTTCACAGATAGAAGAGTAAACTAATAYCAATAAYAAGAGGATACtgaactwttytt TTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGTCGGACTGCGGACTGC

1.108142475_hgl19_1.seq(1>864) —> TTTACACACTTTCCAGATTTAAATTTAATTCCAGGCCCTATTGTGTTTCACAGATAGAAGAGTAAACTAATACCAATAACAAGAGGAT A - - - - - - - oo oo oo o oo oo oo
1.108142475_contig_1.seq(1>1175) —>  TTTACACACTTTCCAGATTTAAATTTAATTCCAGGCCCTATTGTGTTTCACAGATAGAAGAGTAAACTAATATCAATAATAAGAGGATACTGAACTTTTTTTTTTTTTTTTTTTTTTTITTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGTCGGACTGCGGACTGC
2391593.customl.ab1(12>182) i —
2391593.custom2.ab1(13>484) «—
TTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGTCGGACTGCGGACTGC
AluYb8_1.seq(15>289) € tgagacggagtctcgctctgtcgcccaggecggactgcggactge
) 1£|§0 19|0 2?0 ZZILO ZZIO 2?:0 24}0 ZSIO 2‘:'30 Z7|0 2?0 2?0 3?0 31|10 32|0 3?0 310
AGTGGCGCAATCTCGGCTCACTGCAAGCTCCGCTTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTAGCCAGGATGGTCTCGATC
1_108142475_hg19_1.seq(1>864) ) ST T oo oo o = S oSS oS- oo
1_108142475_contig_1.seq(1>1175) —>  AGTGGCGCAATCTCGGCTCACTGCAAGCTCCGCTTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTAGCCAGGATGGTCTCGATC
2391593.custom2.ab1(13>484) «—
hﬂth LmﬂmdUhtmdmw&ﬂm “M:‘“l ‘mhlthnmuuhmmx mmxhh (U A mhuLhM
GGC GCAATCTCGGCTCACTGCAAGCTCCGCTTCCCGGGTTCACGCCATT TCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCG CTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTAGCCAGGATGGTCTCGATC
AluYb8_1.seq(15>289) «— agtggcgcqatctcggctcactgcaagctccgcttcccgggttcacgccqttctcctgcctcngcctcccgqgtngctgggactacuggcgcccgccaccgcgcccggctaattttttgtutttttagtqgagacggggtttcaccttgttqgccaggatggtctcgatc
350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1
TCCTGACCTCATGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCTGAACTATTCTTAAGAAACAACTCAAATCCACAGATCACTCCTTACTTATAATAGACAAGTGTKTTATTTGACTCCAACATGATAAAAGGTAACTCCWTGAAGTYTG
1_108142475_hg19_1.seq(1>864) A CTGAACTATTCTTAAGAAACAACTCAAATCCACAGATCACTCCTTACTTATAATAGACAAGTGTGTTATTTGACTCCAACATGATAAAAGGTAACTCCATGAAGTCTG
1_108142475_contig_1.seq(1>1175) —>  TCCTGACCTCATGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCTGAACTATTCTTAAGAAACAACTCAAATCCACAGATCACTCCTTACTTATAATAGACAAGTGTTTTATTTGACTCCAACATGATAAAAGGTAACTCCTTGAAGTTTG
2391593.custom2.ab1(13>484) <~
mhﬂmﬂ uﬂnhhh lumnnummthm; M Mmmmmm dmﬂm mmmmnlUnmumuanuuuwﬂ MUM
TCCTGACCTCATGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCTGAACTATT CTTAAGAAACAACT CAAATCCACAGATCACTCCTTACT TATAATAGACAAGTGT TTTATTTGACTCCAACATGATAAARAGGTAACTCCTTGAAGTTT
AluYb8_1.seq(15>289) €— tcctgacctcatgatccacccgectcggectcccaaagtgcetgggattacaggcgtgage

Figure S5.1



A.

C.

Contig 1 } , genotyped
1.188438227_contig_1.seq(1>701) [ >
1_188438227_hg19_1.seq(1>516) } > . .
2391594 customl.ab1(89>186) —_— sitelD: chr1_188438227
2391594 custom2.ab1(96>511) i .
ALUY 1. cencis282 i sample seq.uenced. HGDPO00474
Alu subfamily: AluYci

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 N 1 N 1 1 1 1 1 1 1 1 1 1 1 N 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1

TAGACAAAGATTGAAAGAAATTGCTTTACCAAATCAATTTATCTAAACATCTTTTCATTTATTTATAAGAATTATTtctatatTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCT

1_188438227_contig_1.seq(1>701) —>  TAGACAAAGATTGAAAGAAATTGCTTTACCAAATCAATTTATCTAAACATCTTTTCATTTATTTATAAGAATTATTTCTATATTTTTTITTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCT
1_188438227_hg19_1.seq(1>516) g
2391594 . customl.ab1(89>186) -
Iy | PR AN Y
TAGACAAAGATTGAA "AAATTGCTTTACCAAATCAATTTATCTAAACATCTTTTCATTTATTTATAAGAATTATTTCTATATTTTTTTTTTTTTTTT
2391594 . custom2.ab1(96>511) —
A ! M A\ MV WWWY )
TTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCT
AluY_1.seq(1>282) — tgagacggagtctcgctctgtcgeccaggetggagtgecagtggegegatctecggectcactgecaagetecgect
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
CCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCYACCACGCCCGGCTAALTTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTYAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCA
1.188438227_contig_1.seq(1>701) —>  CCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCTACCACGCCCGGCTAATTTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTCAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCA
1.188438227_hg19_1.seq(1>516) S Attt dsteeieteieieteleteeieieteieieieieteieieieieieieieiieieiieeiieiieieiieleileleileliellalaeh  Maliieiteiebtettetettetettetettettetetteteteteteieteteletebeleteteteteieteteieieteieitebelebaiel
2391594 . custom2.ab1(96>511) —
SOAVAN | A/
CCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCTACCACGCCCGGCTAATTTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTCAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCA
AluY_1.seq(1>282) €— cccgggttcacgccattctcctgectcagectcccgagtagectgggactacaggegeccgecaccacgecccggctaa-ttttttgtatttttagtagagacggggtttcaccgtgttagccaggatggtctcgatctectgacctcgtgatccgecccgecteggectccca
350 360 370 380 390 400 410 420 430 440 450 460 470 480 490
1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
AAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTCTATATTTTTTATGACAACTTATTATTTATTATAACTGAGGCAAATATTTCCTCCCCATATTGCTGATGACCCCTCAGGTTTGTTGCCTTTTACATTTGCTCCAAAGTGTGTTTGTT
1_188438227_contig_1.seq(1>701) —>  AAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTCTATATTTTTTATGACAACTTATTATTTATTATAACTGAGGCAAATATTTCCTCCCCATATTGCTGATGACCCCTCAGGTTTGTTGCCTTTTACATTTGCTCCAAAGTGTGTTTGTT
1_188438227_hg19_1.seq(1>516) A i tctatattttttatgacaacttattatttattataaCTGAGGCAAATATTTCCTCCCCATATTGCTGATGACCCCTCAGGTTTGTTGCCTTTTACATTTGCTCCAAAGTGTGTTTGTT
2391594 . custom2.ab1(96>511) «— —
PN | A 1 A
AAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTCTATATTTTTTATGACAACTTATTATTTATTATAACTGAGGCAAATATTTCCTCCCCATATTGCTGATGACCCCTCAGGTTTGTTGCCTTTTACATTTGCTCCAAAGTGTGTTTGTT
AluY_1.seq(1>282) €— aagtgctgggattacaggcgtgagccaccgcgcccggec

Figure S5.2



A. C.

100 200 300 400 500 600 enotvped
Contig 1 T T g yp
1.196780915_contig.seq(1>1062) | >
1_196780915_hg19.seq(1>902) } : .
2452534 . custom2.ab1(11>182) SEEEEEE L LY sitelD: Chr1—196780915
2452534 . customl.ab1(20>304) I sample sequenced: HGDP00222
AluYa5_1.sea(1>282) I > .
Alu subfamily: AluYa5
5’ truncation: 166

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
AATATTTGAGAATACAAAAATGGGCATTTGTAGCCCCAATAAACATCAAATTCAAGAAGAAAATTAATTGGAAATTCSMTGCAAATCRTGTMCAATAAAAAATTATAATATTAAAAACTGATTCAATTTACTGAGAAAATCAGTGATGTTCCAGTAGAAAGGTACAGGCATA

1.196780915_contig.seq(1>1062) —>  AATATTTGAGAATACAAAAATGGGCATTTGTAGCCCCAATAAACATCAAATTCAAGAAGAAAATTAATTGGAAATTCCATGCAAATCATGTACAATAAAAAATTATAATATTAAAAACTGATTCAATTTACTGAGAAAATCAGTGATGTTCCAGTAGAAAGGTACAGGCATA
1.196780915_hg19.s5eq(1>902) —>  AATATTTGAGAATACAAAAATGGGCATTTGTAGCCCCAATAAACATCAAATTCAAGAAGAAAATTAATTGGAAATTCCATGCAAATCATGTACAATAAAAAATTATAATATTAAAAACTGATTCAATTTACTGAGAAAATCAGTGATGTTCCAGTAGAAAGGTACAGGCATA
2452534 . customl.ab1(20>304) -
() ALY
GCAAAATCATGGTACAAATAAAAAATTATAATATTAAAAACTGATTCAATTTACTGAGAAAATCAGTGATGTTCCAGTAGAAAGGTACAGGCATA
AluYa5_1.seq(1>282) bl ggccgggcgeggtggctcacgectgtaatcccagecactttgggaggccgaggcgggcggatcacgaggtcaggagatcgagaccatcccggctaaa

180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I

AATAATTCATACAGTTAAAGCAAAATAGTAAACAAGTAAATGGAAAGTGTTCAAAAAATGTAAATACTTCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGC

1_196780915_contig.seq(1>1062) —> AATAATTCATACAGTTAAAGCAAAATAGTAAACAAGTAAATGGAAAGTGTTCAAAAAATGTAAATACTTCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGC
1_196780915_hg19.seq(1>902) —>  AATAATTCATACAGTTAAAGCAAAATAGTAAACAAGTAAATGGAAAGT GTTCAAAAAATGTAAATACT T - - - = - = o - o o o o o o oo o oo o o o o o o o oo o oo oo oo oo o o oo oo oo oo oo
2452534 customl.ab1(20>304) - —

MMV AYNNNNNRANA SN NABAAADNN AN L L0 AN DN e e AD A LD s 50NN AANADA LA LAD OO LA L oD SOABOAL SOALA Lt O DO man DA Lo A AAA IS A lir A a N
AATAATTCATACAGTTAAAGCAAAATAGTAAACAAGTAAATGGAAAGTGTTCAAAAAATGTAAATACTTCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGC

AluYa5_1.seq(1>282) —> acggtgaaaccccgtctctactaaaaatacaaaaaattagccgggcgtagtggcgggcgectgtagtcccagetacttgggaggetgaggcaggagaatggecgtgaacccgggaggcggagettgecagtgagecgagatcccgecactgecactccagectgggegacagage
*
350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 H 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

GAGACTCCGTCTCAAAA aaaatgtaaatacttTTGTAAAAAACAGTAGAATGTTTTATTATAAAATTAGTAAGATTAAATATTTAAGCCTATACAGTTATGGTAGAAACAGTTTACATATACATAGTTTGAGTCAGCATAAACAGAT
1.196780915_contig.seq(1>1062) —>  GAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATGTAAATACTTTTGTAAAAAACAGTAGAATGTTTTATTATAAAATTAGTAAGATTAAATATTTAAGCCTATACAGTTATGGTAGAAACAGTTTACATATACATAGTTTGAGTCAGCATAAACAGAT
1.196780915_hg19.s5eq(1>902) Ittt TTGTAAAAAACAGTAGAATGTTTTATTATAAAATTAGTAAGATTAAATATTTAAGCCTATACAGTTATGGTAGAAACAGTTTACATATACATAGTTTGAGTCAGCATAAACAGAT
2452534 . custom2.ab1(11>182) «—

dafanan VWAV IAY WAV ANV A
AAAAAAAAAAAAAAAAAAATGTAAATACTTTTGTAAAAAACAGTAGAATGTTTTATTATAAAATTAGTAAGATTAAATATTTAAGCCTATACAGTTATGGTAGAAACAGTTTACATATACATAGTTTGAGTCAGCATAAACAGAT

2452534 . customl.ab1(20>304) bl
DO DDA D P
GAGACTCCGTCTCAAAA
AluYa5_1.seq(1>282) —> gagactccgtctca

Detail custom1 Alu junction

VNV RV \\ T A Mad\y
GTAAACAAGTAAATGGAAAGTGTTCAAAAAATGTAAATACTTCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAA

AluYa5_1.seq(1>282) —> tacaaaaaattagccgggcgtagtggcgggcgectgtagtcccagetacttgggaggctgaggcaggagaatggegtgaacccgggaggcggagettgcagtgagccgagatcccgeccactgcactccagectgggcgacagagcgagactccgtctea

Figure S5.3



A.

C.

B.

genotyped
Contig 2
L-banzsasn-contig 1 seaCr1260) sitelD: chr2_44825838
2391596. customl.abl1(43>491) sample sequenced: HGDP00474
Mivasct seaciasns | ST Alu subfamily: AluYad
10 20 30 40 50 60 70 80 90

100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

AATACAATGATTAAAGGAGAAACTTATATACTATAATGAAATCTTAGCTCAGAAGAACCTAATTTGCAGCAAGCTTAGGACCTTTAAAATCAGAAGTCCTGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCA

2_44825838_contig_1.seq(1>1240) €—  AATACAATGATTAAAGGAGAAACTTATATACTATAATGAAATCTTAGCTCAGAAGAACCTAATTTGCAGCAAGCTTAGGACCTTTAAAATCAGAAGTCCTGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCA
2_44825838_hg19_1.seq(1>921) g AATACAATGATTAAAGGAGAAACTTATATACTATAATGAAATCTTAGCTCAGAAGAACCTAATTTGCAGCAAGCTTAGGACCTTTAAAATCAGAAGTCCT --- ---
2391596.customl.ab1(43>491) -

AATACAATGATTAAAGGAGAAACTTATATACTATAATGAAATCTTAGCTCAGAAGAACCTAATTTGCAGCAAGCTTAGGACCTTTAAAATCAGAAGTCCTGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCA
AluYa5_1.seq(1>282) - ggccgggcgeggtggetcacgectgtaatcccageactttgggaggeccgaggegggecggatcacgaggtca

18;0 15:0 2?0 2:|l® ZZIQ Z?I:@ Zflm 25':0 ZEI';@ ZZ@ 2§0 Z9|0 3?0 3:}0 32|0 3?:0 31}0

GGAGATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCSCGCCA
2_44825838_contig_1.seq(1>1240) €—  GGAGATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCA
2_44825838_hg19_1.seq(1>921) ettt ittt ettt ettt ettt teleetele ettt teteletel el eteletel el tetetetele el teteeteletelteteteteltel el teteteteltetetetetetele el tetetetelteteteleteteletel ettt b aftatet
2391596.customl.ab1(43>491) -

Rl ABALDIN A | OOUIAANAA A kd AL | “‘l woh‘“‘uh MU .

GGAGATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTJGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCA
AluYa5_1.seq(1>282) —> ggagatcgagaccatcccggctaaaacggtgaaaccccgtctctactaaaaatacaaaaaattagccgggcgtagtggcgggcgectgtagtcccagetacttgggaggctgaggcaggagaatggcgtgaacccgggaggcggagcttgcagtgagccgagatcccgeca

) SSIO 36|0 37|0 32}0 3'.?0 4?0 4%0 42|0 43|0 410 45|0 4?0 4{0 42}0 49|0 SOIO

CTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAGtcagaagtcctTTGGGTCTTGTCTTAGCAACTTACTTGTTAAAGGCTCTGGGTGGGGAGGTGGTTGTGAGGCGATATAAGAAAATGAAAAGAAGGAATA
2_44825838_contig_1.seq(1>1240) ¢— CTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAATCAGAAGTCCTTTGGGTCTTGTCTTAGCAACTTACTTGTTAAAGGCTCTGGGTGGGGAGGTGGTTGTGAGGCGATATAAGAAAATGAAAAGAAGGAATA
2_44825838_hg19_1.seq(1>921) T T TTGGGTCTTGTCTTAGCAACTTACTTGTTAAAGGCTCTGGGTGGGGAGGTGGTTGTGAGGCGATATAAGAAAATGAAAAGAAGGAATA
2391596.customl.ab1(43>491) -

MO (U

CTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAA

2391596.custom2.ab1(65>197) <~
i) I ‘ i I
.Lu“ ‘tl MR ,N..A (LA Ay w,ua(: 'u M AL lw‘ [W\lg L mu i) ﬁ\m A
AAAAAAAAAAAAAAAAAAAAAAAATCAGAAGT TGGGTCTTGTCTTAGCAACTTACTTGTTAAAGGCTCTGGGTGGGGAGGTGGTTGTGAGGCGATATAAGAAAATGAAAAGAAGGAATA

AluYa5_1.seq(1>282) —> ctgcactccagcctgggcgacagagcgagactccgtctca

Figure S5.4



A.

C.

Contig 1 } , genotyped
2_123330657_contig_1.seq(1>1162) L L L L 4
2_123330657_hg19_1.seq(1>843) F . .
2391595 customl.abl(14>437) | sitelD: chr2_123330657
AluYa5_1.seq(1>282) ! .
2391595. custom2.ab1(8>158) . 4 Sample Seq.uenced' HGDP00474
Alu subfamily: AluYab

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

TTATGCTGGGAAAGACATGAAATTAACACGCATTAAGAGATAGACCCTCTATCTGTGCAATGTTTCTTCTCTCATAATTAAGAAAAATCCACTGAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAG

2_123330657_contig_1.seq(1>1162)
2_123330657_hg19_1.seq(1>843)
2391595. customl.ab1(14>437)

LT

AluYa5_1.seq(1>282) i

TTATGCTGGGAAAGACATGAAATTAACACGCATTAAGAGATAGACCCTCTATCTGTGCAATGTTTCTTCTCTCATAATTAAGAAAAATCCACTGAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAG
TTATGCTGGGAAAGACATGAAATTAACACGCATTAAGAGATAGACCCTCTATCTGTGCAATGTTTCTTCTCTCATAATTAAGAAAAAT CCACTGA- —— === === — o m oo o oo oo o oo oo oo o oo oo

ALY AU A\ VLY VYV VW VALY A [\
TTATGCTGGGAAAGACATGAAATTAACACGCATTAAGAGATAGACCCTCTATCTGTGCAATGTTTCTTCTCTCATAATTAAGAAAAATCCACTGAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAG

ggccgggcgcggtggctcacgectgtaatcccageactttgggaggccgaggcgggcggatcacgaggtcaggag

180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

ATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCRGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTG

2_123330657_contig_1.seq(1>1162) —

2_123330657_hg19_1.seq(1>843) d
2391595.customl.ab1(14>437) g
AluYa5_1.seq(1>282) g

ATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCGGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTG

N o o et

ATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCGGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTG
atcgagaccatcccggctaaaacggtgaaaccccgtctctactaaaaatacaaaaaattagccgggcgtagtggcgggcgectgtagtcccagetacttgggaggctgaggcaggagaatggegtgaacccgggaggcggagettgcagtgagecgagatcccgecactg

350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500
1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

CACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAaAAAAAAAAAAAAAAAAAAAAAaraaaaatccactgaATTCATGCCA-GGAAGTCTGTCTGACCCTGATGCCTACCTTACTGTCACCATAAAACACTGTCTTCCAGGATGTTGGGGAATGGAGAGATTGAAT

2_123330657_contig_1.seq(1>1162) <~
2_123330657_hg19_1.seq(1>843) i
2391595. customl.ab1(14>437) i

AluYa5_1.seq(1>282)
2391595. custom2.ab1(8>158)

™

Figure S5.5

CACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATCCACTGAATTCATGCCA-GGAAGTCTGTCTGACCCTGATGCCTACCTTACTGTCACCATAAAACACTGTCTTCCAGGATGTTGGGGAATGGAGAGATTGAAT
-------------------------------------------------------------------------- ATTCATGCCA-GGAAGTCTGTCTGACCCTGATGCCTACCTTACTGTCACCATAAAACACTGTCTTCCAGGATGTTGGGGAATGGAGAGATTGAAT

[\ Ao, ATATATAVATAYATAY
CACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAA
cactccagcctgggcgacagagcgagactccgtctca

ANALUAL MDA I A LA ALY AR A A
AAAAAAAAAAAAAAAAAAAAAAGAAAAATCCACTGAATTCATGCCATGGAAGTCTGTCTGACCCTGATGCCTACCTTACTGTCACCATAAAACACTGTCTTCCAGGATGTTGGGGAATGGAGAGATTGAAT




A.

C.

genotyped

100 200 300 400 500 .
e _ L L L L L sitelD: chr2_225774534
chr2_225774534_contig_1.seq(1>1130) | > sample sequenced: HGDPO00877
chr2_225774534_hg19_1.seq(1>1031) i 4 | =
2520097 custom2.ab1(1>439) } > Alu subfamlly: unclassified
AluSx3_1.seq(1>282) I
2520097 .customl.ab1(1>253) i —————————— -

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1

GAATATTATGTCAAAGATAGCAAAGCCTTAATTCTGGCTCTGTGTGAACTTGGGCGAGTTCATTATTCA-YTCAGAGCCTGTTTTCTAGGCTGYAAAATGAGGTAGTAATACCTATTTCACAGAGTTCTCAAAAGTTTTCACATACACACAATGTATAAGCAACTGTGTAC

chr2_225774534_c0ntig_1.seq(1>1130) &~ GAATATTATGTCAAAGATAGCAAAGCCTTAATTCTGGCTCTGTGTGAACTTGGGCGAGTTCATTATTCA-TTCAGAGCCTGTTTTCTAGGCTGTAAAATGAGGTAGTAATACCTATTTCACAGAGTTCTCAAAAGTTTTCACATACACACAATGTATAAGCAACTGTGTAC
chr2_225774534_hg19_1.seq(1>1031) —> GAATATTATGTCAAAGATAGCAAAGCCTTAATTCTGGCTCTGTGTGAACTTGGGCGAGTTCATTATTCA-CTCAGAGCCTGTTTTCTAGGCTGCAAAATGAGGTAGTAATACCTATTTCACAGAGTTCTCAAAAGTTTTCACATACACACAATGTATAAGCAACTGTGTAC
2520097 . customl.ab1(1>253) -
gl mmumhmmmmu‘hm.lum»mul,,wmmmuum.tmmm u.ummuuummlm.uuuulnu
GAATATTATGTCAAAGATAGCAAAGCCTTAATTCTGGCTCTGTGTGAACTTGGGCGAGTTCATTATTCACTTCAGAGCCTGTTTTCTAGGCTGCAAAATGAGGTAGTAATACCTATTTCACAGAGTTCTCAAAAGTTTTCACATACACACAATGTATAAGCAACTGTGTAC
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
TCAACTAGAGCTTGATGTTAACATGCAGTGTTTTTTTTTTTGTTTTGTTTTttgtttttTGAGACAGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGSGATCTCGGCTCACWACAWGCWGTGTYTTAATGGATGTGAAATAAGCCTATGCTTTTGTGTGGGGAA
chr2_225774534_c0ntig_1.seq(1>1130) — TCAACTAGAGCTTGATGTTAACATGCAGTGTTTTTTTTTTTGTTTTGTTTTTTGTTTTTTGAGACAGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGGGATCTCGGCTCACAACATGCAGTGTTTTAATGGATGTGAAATAAGCCTATGCTTTTGTGTGGGGAA
chr2_225774534_hg19_1.seq(1>1031) —>  TCAACTAGAGCTTGATGTTAACATGCAGT GTTT T - - - oo - oo o o oo o oo oo o o o oo AATGGATGTGAAATAAGCCTATGCTTTTGTGTGGGGAA
2520097.customl.ab1(1>253) - ———
V) A 11 “Atl“t‘l‘
TCAACTAGAGCTTGATGTTAACATGCAGTGTTTTTTTTTTTGTTTINGTTTT
2520097.custom2.ab1(1>439) «—
AL A:_A‘.AAAA.AAAAAA;ALIA AV | HVIVEVYW “1‘&‘1“‘15‘ LULUYVYY | UUYY ‘
GCNTGATGTTAACCCGCCGGGNTTTTTTTTTTGTTTTGTTTTTTGTTTTTTGAGACAGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGGGATCTCGGCTCACAACATGCAGTGTTTTAATGGATGTGAAATAAGCCTATGCTTTTGTGTGGGGAA
AluSx3_1.seq(1>282) «— tgagacggagtctcgctctgtcgeccaggetggagtgeagtggegegatctcggetcactgcaacctecgecteccgggttcaagegattctectgectcagecteccgagt
*
350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500
1 [N PR P TS FEET P P PETTE P FETETE ST PEET ST PETTE PP P SETEE PEET P PR P P ST P DT ST T S PR TR T e
TGTTTAATTTTACATTTAAGAGATAGGGAGGAGAATTAATAACAGATAAAACAGAAAAGGAAGAAGCTGTTCATTTTAGTGAACTYCCATTAAAATATGATGTCATTGAAGATTAAAAAAAAGAAAAGAATGCCTAATGCCTTTCATGAGAAGCTGAGAATTGTCA
chr2,225774534,contig,1.seq(1>1130) — TGTTTAATTTTACATTTAAGAGATAGGGAGGAGAATTAATAACAGATAAAACAGAAAAGGAAGAAGCTGTTCATTTTAGTGAACTCCCATTAAAATATGATGTCATTGAAGATTAAAAAAAAGAAAAGAATGCCTAATGCCTTTCATGAGAAGCTGAGAATTGTCA
chr2_225774534_hg19_1.seq(1>1031) —>  TGTTTAATTTTACATTTAAGAGATAGGGAGGAGAATTAATAACAGATAAAACAGAAAAGGAAGAAGCTGTTCATTTTAGTGAACTTCCATTAAAATATGATGTCATTGAAGATTAAAAAAAAGAAAAGAATGCCTAATGCCTTTCATGAGAAGCTGAGAATTGTCA
2520097.custom2.ab1(1>439) «— “l
(
nmuuuJmmnuhmemumulunuulu.uuu.hmnnﬂhuu.mmﬂ tuummmlhu.ammummmhanmh )
TGTTTAATTTTACATTTAAGAGATAGGGAGGAGAATTAATAACAGATAACACAGAAAAGGAAGAAGCTGTTCATTTTAGTGAACTCCCATTAAAATATGATGTCATTGAAGATTAAAAAAAAGAAAAGAATGCCTAATGCCTTTCATGAGAAGCTGAGAATTGTCA
AluSx3_1.seq(1>282) ¢ agctgggactacaggcgcgcgccaccacgeccggctaattttttgtatttttagtagagacggggtttcaccatgttggccaggetggtctcgaactcectgacctcgtgatccgeccgecteggectcccaaagtgetgggattacaggegtgagecaccgegecc

Figure S5.6



A.

B.

100 200 3?0 400 5?0

Contig 2 I |
3.31210597_hg19_1.seq(1>986) . >
3_31210597_contig_1.seq(1>1298) €=mmmmmmmemmmm-mmm-mmmm-mm-m-em-m--=-m-m====-== 4
2391597.customl.ab1(23>417)
AluYa5_1.seq(1>282) I >
2525241.customl.abl1(14>82) emmm—-

10 20 30 40 50 60 70

C.

genotyped

sitelD:

sample sequenced:

Alu subfamily:

90 100 110 120
1 1 ! | ! 1

chr3 31210597
HGDP00967
AluYa5

130 140 150 160 170
1 ! 1 ! 1 ! 1 ! 1

TTCAAGTTCTTCAAAGAAAGACTGGAGGATGGRTGCGATCACAAGACCAAGACTGGGGAAAACAGGACCTTTCTATGGGGGTAAATAAAATCTTaagagtaggatgtgGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCA

3.31210597_hg19_1.seq(1>986) —>  TTCAAGTTCTTCAAAGAAAGACTGGAGGATGGGTGCGATCACAAGACCAAGACTGGGGAAAACAGGACCTTTCTATGGGGGTAAAT AAAAT (T T - - == - = oo o oo oo o oo oo oo o oo o
3.31210597_contig_1.seq(1>1298) ¢~ TTCAAGTTCTTCAAAGAAAGACTGGAGGATGGATGCGATCACAAGACCAAGACTGGGGAAAACAGGACCTTTCTATGGGGGTAAATAAAATCTTAAGAGTAGGATGTGGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCA
2391597.customl.ab1(23>417) - o
AAGAAAGACTGGAGGATGGATGCGATCACAAGACCAAGACTGGGGAAAACAGGACCTTTCTATGGGGGTAAATAAAATCTTAAGAGTAGGATGTGGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCA
AluYa5_1.seq(1>282) - c ggccgggcegeggtggcetcacgectgtaatcccagecactttgggaggccgaggegggeggatca
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
CGAGGTCAGGAGATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGA
3_31210597_hg19_1.seq(1>986) T T oo o T s e e o o e S S S S oo o oo o --oooo—-----oo-
3_31210597_contig_1.seq(1>1298) ¢~ CGAGGTCAGGAGATCGAGACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGA
2391597.customl.ab1(23>417) —>
hl ﬂu.“l“hhmm JWMMW“WW“MN hﬂmmhlhﬂhﬂﬂ“lhﬂﬂhlm hJ dﬂ lhﬂ _uﬂ wml m‘u hhl“t h‘t
GAGGTCAGGAGATCGAGACCATCCCGGCTARAACGG T GAAACCCCGTCTCTACTAAAAATACAARAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGT CCCAGCTACTT GGGAGGCTGAGGCAGGAGAATGGLGT GAACCCGGGAGGCGGAGCTTGCAGT GAGCCGAGA
AluYa5_1.seq(1>282) —> cgaggtcaggagatcgagaccatcccggctaaaacggtgaaaccccgtctctactaaaaatacuaaaaattagccgggcgtagtggcgggcgcctgtagtcccagctacttgggaggctgaggcaggagaatggcgtgaacccgggaggcggagcttgcagtgagccgaga
350 360 370 380 390 400 410 420 430 440 450 460 470 480 490
I ] 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
TCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAGAGTAGGATGTGATCTCTCTATTCATAGGTACAATGTCGGAATGTGTTTGCAGAATATATTGGGGTTAAAATAAGTGTTTGTTGTCACC
3_31210597_hg19_1.seq(1>986) ) oo AAGAGTAGGATGTGATCTCTCTATTCATAGGTACAATGTCGGAATGTGTTTGCAGAATATATTGGGGTTAAAATAAGTGTTTGTTGTCACC
3_31210597_contig_1.seq(1>1298) ¢ TCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAGAGTAGGATGTGATCTCTCTATTCATAGGTACAATGTCGGAATGTGTTTGCAGAATATATTGGGGTTAAAATAAGTGTTTGTTGTCACC
2391597. customl.ab1(23>417) - —

AluYa5_1.seq(1>282)
2525241.customl.ab1(14>82)

Figure S5.7

Tl

e UL\
TCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAA

tcccgecactgeactccagectgggcgacagagcgagactecgtctea

AN A ') I
CAAAAAAAAAAAAAAAAAAAGAGTAGGATGTGATCTCTCTATTCATAGGTACAATGTCGGAATGTGTT




A.

100 200 300 400 500
Contig 3 I 4
3_115604503_contig.seq(1>749) | > genotyped
3_115604503_hg19.seq(1>610) I >
2452535, customl.ab1(41>242) —_—
2525242.customl.abl(27>248) } > sitelD: chr3 115604503
2452535, custom2.ab1(28>237) Gmmmmmmmmemeeeaaaay s
Alovas.1.seaC1s282) | > sample sequenced: ~ HGDP01032
Alu subfamily: AluYa5
B 5’ truncation: 162

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

TTGACCAACAAAATATGAGGACAGACTGAAAGAGGTAAGTTTAATATCAGCTAAAGTCTTGGGCAGCTGGTCAGAATCCAGACTGGATTCATGCTGTCATCAGCAGAGGTCAATTTGAAAGGTAAACAACWGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAA

3_115604503_contig.seq(1>749) —>  TTGACCAACAAAATATGAGGACAGACTGAAAGAGGTAAGTTTAATATCAGCTAAAGTCTTGGGCAGCTGGTCAGAATCCAGACTGGATTCATGCTGTCATCAGCAGAGGTCAATTTGAAAGGTAAACAACTGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAA
3_115604503_hg19.seq(1>610) —>  TTGACCAACAAAATATGAGGACAGACTGAAAGAGGTAAGTTTAATATCAGCTAAAGTCTTGGGCAGCTGGTCAGAATCCAGACTGGATTCATGCTGTCATCAGCAGAGGTCAATGTGAAAGGTAAACAAC--
2452535.customl.ab1(41>242) =l ——
2525242 .customl.ab1(27>248) g
I\ A A A AL
TCTTGGGCAGCTGGTCAGAATCCAGACTGGATTCATGCTGTCATCAGCAGAGGTCAATTTGAAAGGTAAACAACTGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAA
AluYa5_1.seq(1>282) —> ccagcactttgggaggccgaggcgggcggatcacgaggtcaggagatcgagaccatcccggctaaaacggtgaaaccccgtctctactaaaaatacaaaaaattagccgggegtagtggcgggegectgtagtcccagetacttgggaggctgaggcaggagaatggegtgaa
*
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
CCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAaaaaaaAAAAAAAAAAAAAAAAAAAAGaaaaagaaaggtaaacaacTTTTGTGTGTGTGGGGGTGGGTGGGGGGACAACTATCTGCTGCATAAA
3_115604503_contig.seq(1>749) —> CCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAGGTAAACAACTTTTGTGTGTGTGGGGGTGGGTGGGGGGACAACTATCTGCTGCATAAA
3_115604503_hg19.seq(1>610) et TTTTGTGTGTGTGGGGGTGGGTGGGGGGACAAGTATCTGCTGCATAAA
2525242 .customl.ab1(27>248) i —
Al VWY M | AN AN Doal MY A\
CCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAANAACAAAAAAAANAAA
2452535.custom2.ab1(28>237) «— -
AAAAAAAAAAAAAAANAAAAAAAAAAGAAAGGTAAACAACTTTTGTGTGTGTGGGGGTGGGTGGGGGGACAACTATCTGCTGCATAAA
AluYa5_1.seq(1>282) —> cccgggaggcggagcttgecagtgageccgagatcccgecactgecactccagectgggegacagagecgagactccgtctea

Figure S5.8



A.

C.

enotyped

Contig 1 I | 9 yp
4_42088028_contig_1.seq(1>1209) e s mmmmmmmmmm————————— |
4_42088028_hg19_1.seq(1>893) I > i .
2391598. customl.ab1(22>502) [ > sitelD: Chr4—42088028
Q;;l?ggl'sequ;zsﬁ(3o . F ‘( | sample sequenced: HGDPO00713

. t .ab1C30>172 fememmsmss===- .

custome. aIt=t> Alu subfamily: AluYa4

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1

CTATTTCTCTCATTAGTATGCTATAGTGAAATAGTTTGCAAATGTTTTCATTGGCTCTAATGACCAAAAGGAATAAAAAGAAACAAGATTGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAG

4_42088028_contig_1.seq(1>1209) €= CTATTTCTCTCATTAGTATGCTATAGTGAAATAGTTTGCAAATGTTTTCATTGGCTCTAATGACCAAAAGGAATAAAAAGAAACAAGATTGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAG
4_42088028_hg19_1.seq(1>893) —>  CTATTTCTCTCATTAGTATGCTATAGTGAAATAGTTTGCAAATGTTTTCATTGGCTCTAATGACCAAAAGGAATAAAAAGAAACAAGAT T - - - = = = = = = o o o o o o o oo oo oo omoooooooooooooo
2391598.customl.ab1(22>502) -
mmmmuumtuummnuuhmlmmu .mehuuudhmmumJulmmmu.hmmmhuummxmmm dumuhhhmnh“ hhl
TATTTCTCTCATTAGTATGCTATAGTGAAATAGTTTGCAAATGTTTTCATTGGCTCTAATGACCAAAAGGAATAAAAA TGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAG
AluYa5_1.seq(1>282) —> gccgggcgcggtggctcacgcctgtaatcccagcactttgggaggccgaggcgggcggatcacgaggtcaggagatcgag
) l?@ 1?0 Z?O 2}@ 2%0 2?0 210 2?0 290 2?0 2?0 2?0 3?0 3}0 3%@ 3%0 3?0
ACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCA
4_42088028_contig_1.seq(1>1209) ¢~ ACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCA
4_42088028_hg19_1.s5eq(1>893) A L L L L L L L e L L b LR L DDl Rt bbbt
2391598.customl.ab1(22>502) —> l
mmmmw»lW“ﬂummMl“mmmAd&hmhshAmuﬂ“mMmmllhmm il ihml_mﬂm‘
ACCATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGA:GCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCA
AluYa5_1.seq(1>282) —> accatcccggctaaaacggtgaaaccccgtctctactaaaaatacaaaaaattagccgggcgtagtggecgggecgectgtagtcccagetacttgggaggctgaggcaggagaatggcgtgaacccgggaggcggagcttgcagtgagccgagatcccgecactgeactcca
3?0 3?0 3?0 3§® 3?0 4?0 4}0 4%0 4?0 4?0 4?0 4?0 4{0 4§0 4?0 5?0
GCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAgaaacaagattTTATTTTGCTACAAATAATGTGGTGGTGATTTTTCTTTCCAGAAACGAAATCCTGAAGTTCGACATGTAGATTTGGAGATACTGTGAGTTTGATG
4_42088028_contig_1.seq(1>1209) €=  GCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAGAAACAAGATTTTATTTTGCTACAAATAATGTGGTGGTGATTTTTCTTTCCAGAAACGAAATCCTGAAGTTCGACATGTAGATTTGGAGATACTGTGAGTTTGATG
4_42088028_hg19_1.seq(1>893) - TTATTTTGCTACAAATAATGTGGTGGTGATTTTTCTTTCCAGAAACGAAATCCTGAAGTTCGACATGTAGATTTGGAGATACTGTGAGTTTGATG
2391598.customl.ab1(22>502) -
) TN
GCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAA
AluYa5_1.seq(1>282) —>» gcctgggcgacagagcgagactccgtctca
2391598.custom2.ab1(30>172) — - . oo . c

Figure S5.9

L Al
CAAAAAAAAAAAAAAAAAAAAAAAAGAAACAAGATTTTATTTTGCTACAAATAATGTGGTGGTGATTTTTCTTTCCAGAAACGAAATCCTGAAGTTCGACATGTAGATTTGGAGATACTGTGAGTTTGATG




A.

C.

not genotyped
Contig 5 I {
6_164161976_hg19_1.seq(1>736) I > )
6_164161976_contig_1.5eq(1>832) €===mmmmmmmmmmmaaaaaa= 4 sitelD: chré 164161976
2384371.customl.ab1(3>59) —_— ) -
2384371, custom? .ab1(14>286) S ] sample sequenced: HGDP00959
AluYas_1.sea(205>281) €ommmes 1 Alu subfamily: unclassified
10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

ACGCAGAGGGGAATGGGACTCATTTTCCCTTTTTTttttTTTTTTTTTTITTTITTTTTttttTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGCATTCTATCTCCATGATTAAAGGGATACAAAAC
6_164161976_hgl9_1.seq(1>736) ACGCAGAGGGGAATGGGACT CATTTTCCCTTTTT T~ =~ = = == == = ===~ — =~ —— o~~~ oo __ AATATAGCATTCTATCTCCatgattaaagggatacaaaac
6_164161976_contig_1.seq(1>832) ACGCAGAGGGGAATGGGACTCATTTTCCCTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGCATTCTATCTCCATGATTAAAGGGATACAAAAC

2384371.customl.ab1(3>59)

2384371.custom2.ab1(14>286)

AluYa8_1.seq(92>281)

A

[\
NCGCAGAGGGGAATGGGACTCATTTTCCCTTTTTTTTTTTTTTTTTTTTTTTTTTTT

uuumuuumm.JUuUMM M‘AMJMJUUNMM th“h“l“h‘m lﬂﬂh A““ U‘Wmm“tmu

TTTTTTTTTITTTTITTTTITTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGG AAGCTCCGCCTCCCGCATTCTATCTCCATGATTAAAGGGATACAAAA
tgagchgagtctcgctctgtcgcccaggctggagtgcugtggcgggqtctcggctcactgcuagctccgcctcccgggttcacgccattctcctgcctcagcctcccaa

) 1%0 1?0 290 Z}D 2%0 2?0 2?0 Z?O

ACACTGTGGGAATTTTAGGAAATGCTGAAACATGAAATAGAGGAAAAAATAAAGATCAGTCTGCAATTCACCTCTCCAag

6_164161976_hg19_1.seq(1>736)
6_164161976_contig_1.seq(1>832)
2384371.custom2.ab1(14>286)

AluYa8_1.seq(92>281)

Figure S$5.10

acactgtgggaattttaggaaatgctgaaacatgaaatagaggaaaaaataaagatcagtctgcaattcacctctcca
ACACTGTGGGAATTTTAGGAAATGCTGAAACATGAAATAGAGGAAAAAATAAAGATCAGTCTGCAATTCACCTCTCCA

Al AL\ )
ACACTGTGGGAATTTTAGGAAATGCTGAAACATGAAATAGAGGAAAAAATAAAGATCAGTCTGCAATTCACCTCTCCA

gtagctaggactacaggcgcccgccactacgcccggctattttttgtagttttagtagagacggggtttcaccgttttag



A.

C.

genotyped

Contig 1 I ]
7__46102169_contig_1.seq(1>1142) [ >
7__46102169_hg19_1.seq(1>831) | > : )
2396739. customl.ab1(71>392) sitelD: chr7_46102169
2396739. custom2 . ab1(10>497) sample sequenced: HGDP00232
AluYaS5_1.sea(1>282 O e :

wias-1.sea(o2i) € ‘ Alu subfamily: AluYa5
B - 10 40 50 60 70

20 30 80 90 100 110 120 130 140 150 160 170
! 1 ! | ! 1 ! | ! | ! 1 ! | ! | ! | 1 1 1 1 I 1 1 1

CTAGGGTCACCCACATGGTGCCTTTGCACAGGATTCCCTCACAGCATGGCAGCTGGCTTCCCCAGAGCTAGTGATCCAAGAGAGAGCAAGAAAGACAACCCAAAACTGaagtctgtt TTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGT

7__46102169_contig_1.seq(1>1142) —>  CTAGGGTCACCCACATGGTGCCTTTGCACAGGATTCCCTCACAGCATGGCAGCTGGCTTCCCCAGAGCTAGTGATCCAAGAGAGAGCAAGAAAGACAACCCAAAACTGAAGTCTGTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGT
7__46102169_hg19_1.seq(1>831) —> ctagggtcacccacatggtgcctttgcacaggattccctcacagecatggecagetggettccccagagetagtgatccaagagagagcaagaaagacaacccaaaactg-—------------ - oo oo
2396739.customl.ab1(71>392) g
Lo AN AL VLA AL A,
CTAGGGTCACCCACATGGTGCCTTTGCACAGGATTCCCTCACAGCATGGCAGCTGGCTTCCCCAGAGCTAGTGATCCAAGAGAGAGCAAGAAAGACAACCCAAAACTGAAGTCTGTTTTITTTTTITITTITTTTITTT
2396739. custom2.ab1(10>497) «— N
TTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGT
AluYa5_1.seq(1>282) Ll tgagacggagtctcgctctgtcgcccaggectggagt
) 11}0 19|0 2?0 2}0 ZZIO ZSIO 21}0 ZSIO 2?0 2{0 Zé?@ ZBIO 3?0 3}0 32|0 33|0 310
GCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTEETTAGCCGGGATGGTCTC
7__46102169_contig_1.seq(1>1142) —>  GCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTTTAGCCGGGATGGTCTC
7__46102169_hg19_1.seq(1>831) e Attt etttk itttk teietesitteiniakiatsl nisiskiteieieibeieekateai
2396739.custom2.ab1(10>497) «—
A“MnNﬂa‘mdlmdﬂh‘mh‘thn M.ML.‘lhb.‘nmMAMmMhﬂnumh.lmmlUMmN.lMMMAuUMlﬂl.«mwhumhum
GCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTTTAGCCGGGATGGTCTC
AluYa5_1.seq(1>282) €— gcagtggcgggatctcggctcactgcaagctccgectcccgggttcacgecattctectgectcagectcccaagtagetgggactacaggegeccgecactacgecccggctaattttttgtatttttagtagagacggggtttcaccgtt--ttagccgggatggtctce
) 3.’]:0 36|® 3?0 3?@ 39|0 4?0 4:|l® 4ZIO 4?@ 410 4_’;0 4?0 47|® 4%0 49|@ 5?0 5:}0
GATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCCAAGTCTGTTTTTTTATAACCTCTTTTTGGGAGTGACCACTCATCACWTGGGCCATTGGTTTAAAGCAGGTCACCAAATCTGGCCCACCCTC
7__46102169_contig_1.seq(1>1142) —>  GATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCCAAGTCTGTTTTTTTATAACCTCTTTTTGGGAGTGACCACTCATCACATGGGCCATTGGTTTAAAGCAGGTCACCAAATCTGGCCCACCCTC
7__46102169_hg19_1.seq(1>831) e ittt aagtctgtttttttataacctctttttgggagtgaccactcatcacttgggccattggtttaaagcaggtcaccaaatctggeccaccctc
2396739.custom2.ab1(10>497) — ——
u,uLumhmmmxmwmmnmmmmuml.hd«ummhulmhtmummhhummmu il tuuwAMlu“.aMLM«M
GATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCCAAGTCTGTTTTTTTATAACCTCTTTTTGGGAGTGACCACTCATCACATGGGCCATTGGTTTAAAGCAGGTCACCAAATCTGGCCCACCCTC
AluYa5_1.seq(1>282) €— gatctcctgacctcgtgatccgcccgectcggectcccaaagtgetgggattacaggecgtgagccaccgegeccggec

Figure S$5.11



A.

C . genotyped

100 200 300 400 500 600 .
Contig 1 [ . ! ! ! : : ] SIteID: Chr8_87079625
b Lol Pt e S aieeinileinel talnisaieisnie inieniniinieiellniniinisnin dninninilr'uhl il I sample sequenced: HGDP00243
8_87079625_h . > I . .
ALuvos 1 ceacioames T 0E , Alu subfamily: AluYb8
8_87079625. custom2.ab1(3>255) e mmmmmmm e ————] 51 truncatlon 15

B.

10 20 30 40 50 60 70 80 920 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1

ATTGTTATTCAATTTGTCCCATAACAAATTCTTATAGCTACAGCCTTGCTCGTGAGTCCTCAACTGCCATGAATGGTGACCAACTTTATGATTTGCGTGGCTATACCTTGTAAAGTGCCTAGCACAGAGGAGTAGCAATAAACACTGAACaaaRGMMKSATTCASTGGCTCA

8_87079625_contig.seq(1>1253)
8_87079625.customl.ab1(11>508)

8_87079625_hg19.seq(1>925)
AluYb8_1.seq(1>289)

€— ATTGTTATTCAATTTGTCCCATAACAAATTCTTATAGCTACAGCCTTGCTCGTGAGTCCTCAACTGCCATGAATGGTGACCAACTTTATGATTTGCGTGGCTATACCTTGTAAAGTGCCTAGCACAGAGGAGTAGCAATAAACACTGAACAAAAGAATCATTCACTGGCTCA

=
MM\WM!IMUMUMAM ’(n“t:““ﬂ“ﬂlutMM mmmh hn tMH“MMdMN L

TGTTATTCAATTTGTC CAACTTTATGATTTGCGTGGCTATACCTTGTAAAGTGCCTAGCACAGAGGA JTAGCAATAAACACTGAACAAAAGAATCATTCACTGGCTCA

:Z ATTGTTATTCAATTTGTCCCATAACAAATTCTTATAGCTACAGCCTTGCTCGTGAGTCCTCAACTGCCATGAATGGTGACCAACTTTATGATTTGCGTGGCTATACCTTGTAAAGTGCCTAGCACAGAGGAGTAGCAATAAACACTGAAC—— ggccgggcgcggtggctca

180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

CGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGA

8_87079625_contig.seq(1>1253)
8_87079625.customl.ab1(11>508)

8_87079625_hg19.seq(1>925)
AluYb8_1.seq(1>289)

€— CGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGA

L |

CGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGA

b d cgcctgtaatcccagcactttgggaggccgaggcgggtggatcatgaggtcaggagatcgagaccatcctggctaacaaggtgaaaccccgtctctactaaaaatacaaaaaattageccgggecgeggtggegggegectgtagtcccagctactcgggaggctgaggcagga

350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

GAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGYGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAaaaaaaaAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAAAAGAATCATTCACTGAATACATATTATTCCTGAATC

8_87079625_contig.seq(1>1253)
8_87079625.customl.ab1(11>508)

8_87079625_hg19.seq(1>925)
AluYb8_1.seq(1>289)
8_87079625. custom2.ab1(3>255)

€—  GAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGTGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGAATCATTCACTGAATACATATTATTCCTGAATC
e d ———

“ “ ‘“U“‘ l“ m “““ﬂ “m | “hl ‘m mJm.‘uhummmmmummun._‘

GAATGGCGTGAACCCf AAGCGGAGCTTGCAGTGAGCCGAGATTGTGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA
-------------------------------------------------------------------------------------------------------------------------------------- AAAAGAATCATTCACTGAATACATATTATTCCTGAATC
gaatggcgtgaacccgggaagcggagcttgcagtgagccgagattgcgeccactgecagtccgecagtccggectgggecgacagagcgagactccgtctca

T

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAARAAGAATCATTCACTGAATACATATTATTCCTGAATC

520 530 540 550 560 570 580 590 600 610 620 630 640
1 1 1 1 H 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 H

ATCATATATATTTTGCAAACATTAAGTAAAGATCACATCAAGCTGGGAAGAATGCCTTTATAAGGTCTTTTCATTTCCTTCACTTTTACCCCTCCACTCTCTTAAAGAGTAGCCTCAGAGTCAGTT

8_87079625_contig.seq(1>1253)
8_87079625_hg19.seq(1>925)
8_87079625.custom2.ab1(3>255)

Figure S$5.12

€—  ATCATATATATTTTGCAAACATTAAGTAAAGATCACATCAAGCTGGGAAGAATGCCTTTATAAGGTCTTTTCATTTCCTTCACTTTTACCCCTCCACTCTCTTAAAGAGTAGCCTCAGAGTCAGTT
ATCATATATATTTTGCAAACATTAAGTAAAGATCACATCAAGCTGGGAAGAATGCCTTTATAAGGTCTTTTCATTTCCTTCACTTTTACCCCTCCACTCTCTTAAAGAGTAGCCTCAGAGTCAGTT




A.

C.

genotyped
Contig 2 {
8_120800789_contig_1.seq(1>1097) e e
2391599, cusiond  abi(3en377y > ] sitelD: chrg 120800789
. . >
AluYe5_1.seq(82>281) } sample sequenced: HGDPO00713
2391599.custom2.ab1(13>210) femmmmmmm= == AIU Subfam”y' AIUYe5
10 20 30 40 50 60 70 80

90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1

ATGTGATTTAAAAAATACCAATATGTATGCTTATGTGTACAGAGAAATATAAATCAAGATATAAAATATTACACAACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGAGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG

8_120800789_contig_1.seq(1>1097) € ATGTGATTTAAAAAATACCAATATGTATGCTTATGTGTACAGAGAAATATAAATCAAGATATAAAATATTACACAACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGAGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG
8_120800789_hg19_1.seq(1>862) —>  ATGTGATTTAAAAAATACCAATATGTATGCTTATGTGTACAGAGAAATATAAATCAAGATATAAAATATTACACAA - - - - -« - - = - o o & o o o o o o o o o o o oo oo oo oo oo oo
2391599.customl.ab1(32>377) g ——
.lnmmumnuumhuhumunumxmummmuuuummmm oAl M
ATGTGATTTAAAAAATACCAATATGTATGCTTATGTGTACAGAGAAATATAAATCAAGATATAAAATATTACACAACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGAGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG
AluYe5_1.seq(82>281) bd accatcctggctaacacggtgaaaccccgtctctactaaaaatacaaaaaattagccgggcgaggtggegggegectgtagtcccagetactegg
1§0 1?0 Z?@ 2}0 ZZIQ Z?@ zflm 2?0 ZGISQ 270 2§0 zslm 3?0 3}0 SZIQ 3?:0 31&0
GAGGCTGAGGCAGGAGAATGGCGTGAACCCCAGGGGGCGGAGCCTGCAGTGAGCCGAGATYGCGCCACTGCACTCCAGCCTGGGCGACAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAGtattacacadAATGAGTATCTGGAGACCTAGATAGGCAA
8_120800789_contig_1.seq(1>1097) € GAGGCTGAGGCAGGAGAATGGCGTGAACCCCAGGGGGCGGAGCCTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAGCCTGGGCGACAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAATATTACACAAAATGAGTATCTGGAGACCTAGATAGGCAA
8_120800789_hg19_1.seq(1>862) e e e AATGAGTATCTGGAGACCTAGATAGGCAA
2391599.customl.ab1(32>377) -
2391599.custom2.ab1(13>210) <~
AAAAAAAAAAAAAAAAAAAAAAAAAATATTACACAAAATGAGTATCTGGAGACCTAGATAGGCAA
AluYe5_1.seq(82>281) —> gaggctgaggcaggagaatggcgtgaaccccggggggcggagectgcagtgageccgagatcgegecactgecactccagectgggegacagegagactccgtctea

Figure S$5.13



A. C.

Contig 1 F { genotyped
9_22288723_hg19_1.seq(1>919) [ >
9_22288723_contig_1.seq(1>1250) } >
2391600.customl.ab1(22>209) —eeeee . . .
2391600. custom? . abl(2>406) Grmemmmmmmmmmmememmmmmemmmmmm——————— sitelD: chr9_ 22288723
AluYas_1.sea(1>282) €mmmmmmmmmmmmmmemmeomeoeed sample sequenced: HGDP00976
Alu subfamily: AluYa4
- 10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
ACAAGAGCAATCTTCCCTTATGTGTCCAATGTCTTTTTCACCTTCCTAGAGTTTGGGATGAGATGGTGTGCAAGATTTGATCTTCCCCCCACCACAGATTgectgtgtttcctttetttttttttTTTTTTTTTTTTTTTTITTTTTTTtTGAGACGGAGTCTCGCTCTGTC

9_22288723_hgl19_1.seq(1>919) —>  ACAAGAGCAATCTTCCCTTATGTGTCCAATGTCTTTTTCACCTTCCTAGAGTTTGGGATGAGATGGTGTGCAAGATTTGATCTTCCCCCCACCACAGATT -~
9_22288723_contig_1.seq(1>1250) —>  ACAAGAGCAATCTTCCCTTATGTGTCCAATGTCTTTTTCACCTTCCTAGAGTTTGGGATGAGATGGTGTGCAAGATTTGATCTTCCCCCCACCACAGATTGCCTGTGTTTCCTTTCTTTTTTTITTTTTITTITTITITTITITTITTITTTITTTTTGAGACGGAGTCTCGCTCTGTC

2391600.customl.ab1(22>209)

MM Mmlumun_.MMXMMUM ﬂhlulml l.uuxanxumunmmnnn~A

ACAAGAGCAATCTTCCCTTATGTGTCCAATGTCTTTTTCACCTTCCTAGAGTTTGGGATGAGATGGTGTGCAAGATTTGATCTTCCCCCCACCACAGATTGCCTGTGTTTCCTTTCTTTTTITITITITTITITTTITITITTTITITITT

2391600. custom2 . abl(2>406) - - e
)
TITTTTTTITITTTTITTTTTTT T CACACCRAGTCTCOCTCTCTC
AluYaS_1.seq(1>282) e —tgagacggagtctcgetctgte
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

GCCCAGGCTGGAGTGCAGTGGCGSAATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCC

9_22288723_hg19_1.seq(1>919) R OO

9_22288723_contig_1.seq(1>1250) —> GCCCAGGCTGGAGTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCC
«

L hh b

CTGGAGTGCAGTG AATCTCGGCTCACTGCAAGCTC GTTCACGCCATTCTCCTGCCTC CTCCCAAGTAGCTGGGACTACAG CTAATTTTTTGTATTTTTAGTAGAGAC GTTTCACCGTTTTAG
AluYa5_1.seq(1>282) <«— gcccaggctggqgtgcagtggcgggatctcggctcuctgcqagctccgcctcccgggttcacgccattctcctgcctcagcctcccuagtagctgggactacaggcgcccgccactacgcccggctaqttttttgtatttttagtagagacggggtttcaccgttttagcc

350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510
1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

GGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCGCCTGTGTTTCCTTTCTACTCAAATGTCAGTGAATGCTTTCAACTGTTTTCTAAGGGAACAAATTACCTATTTATCGAAATG

9_22288723_hg19_1.seq(1>919) T ———— GCCTGTGTTTCCTTTCTACTCAAATGTCAGTGAATGCTTTCAACTGTTTTCTAAGGGAACAAATTACCTATTTATCGAAATG
9.22288723_contig_1.seq(1>1250)  —>  GGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCOGCCTCCCARAGTGCTGGGATTACAGGCGTGAGECACCGCGCCCaGCCGCCTGTGTTTCCTTTCTACTCAAATGTCAGTGAATGCTTTCAACTGTTTTCTAAGGGAACARATTACCTATTTATCGARATG
«—

MMMWMLMWWWMMMWMMWM!MMM

GATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCGCCTGTGTTTCCTTTCTACTCAAATGTCAGTGAATGCTTTCAACTGTTTTCTAAGGGAACAAATTACCTATTTATCGAAATG
AluYa5_1.seq(1>282) — gggatggtctcgutctcctgacctcgtgqtccgcccgcctcggcctcccaqagtgctgggattacqggcgtgagccaccgcgcccggcc

Figure S5.14




A.

C.

genotyped
Contig 1 [ {
10_19550734_contig_1.5eq(1>1081) € =mmmmmmmmmm-mm-m--m-m-emm---sm=---==---=======- . )
10_19550734_hg19_1.seq(1>764) } sitelD: chr10_19550734
2391601.customl.abl1(69>247) e .
2391601.custom2.ab1(29>483) L L L L L | Sample Seq.uenced' HGDP00474
AluYa5_1.sea(1>282) L k| Alu subfamily: AluYa5

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

GTTTCTATCTTACCTACAACTTTTATTTTATAGAAAATGACTGAGCAGTAGATTATTTTACTTTTCTTTGGTACTTCAAAATCAACCTTTTCCCCTCGTGCCTgecttgtaatttttttttttttttttttttTTTttTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTG

10_19550734_contig_1.seq(1>1081) €  GTTTCTATCTTACCTACAACTTTTATTTTATAGAAAATGACTGAGCAGTAGATTATTTTACTTTTCTTTGGTACTTCAAAATCAACCTTTTCCCCTCGTGCCTGCCTTGTAATTTTTTTTTTTTTITTITTTITTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTG
10_19550734_hg19_1.seq(1>764) —>  GTTTCTATCTTACCTACAACTTTTATTTTATAGAAAATGACTGAGCAGTAGATTATTTTACTTTTCTTTGGTACTTCAAAATCAACCTTTTCCCCTCGTGCCT === == = = = = = m = m = oo oo e o e
2391601.customl.abl1(69>247) =l
L i \ "
h RN l A lhmh‘dm A A ‘m‘ﬂul g il
GTTTCTATCTTACCTACAACTTTTATTTTATAGAAAATGACTGAGCAGTAGATTATTTTACTTTTCTTTGGTACTTCAAAATCAACCTTTTCCCCTCGTGCCTGCCTTGTAATTTTTTTTTTTTTTTTTTTTTTTT
2391601 . custom? . ab1(29>483) - - - M W s m 0 r 08 s : !Yr o - - - W ,,,,e ——,—,—,, M Y
TTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTG
AluYa5_1.seq(1>282) — tgagacggagtctcgctctgtcgcccaggetg
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 L 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
GAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCRAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGTC
10_19550734 _contig_1.seq(1>1081) € GAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGTC
10_19550734_hg19_1.seq(1>764) ittt ittt sttt sttt sttt tstalalet  Mslstatstslslstatsislsiatstsislslstatlslslststatslsttatalslslatatalslslstatalslstlststatalsilalatalslelsiatatalsslstatalslstslatatstelsllatalslslslatatelststatatole
2391601.custom2.ab1(29>483) «—
O OO e e o e A
GAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGTC
AluYa5_1.seq(1>282) ¢~ gagtgcagtggcgggatctcggctcactgcaagctccgectcccgggttcacgccattetcctgectcagectcccaagtagetgggactacaggecgecccgecactacgecccggectaattttttgtatttttagtagagacggggtttcaccgttttageccgggatggtce
350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500
L 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
TCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCGCCTTGTAATTTTAATGAAAGCAGTGTTCTCCAGCAACCTGGGCTTGAATTTCCACAGTCGTCTTTGACTTTCTTCTTAAACTTCTTCG
10_19550734_contig_1.seq(1>1081) € TCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCGCCTTGTAATTTTAATGAAAGCAGTGTTCTCCAGCAACCTGGGCTTGAATTTCCACAGTCGTCTTTGACTTTCTTCTTAAACTTCTTCG
10_19550734_hg19_1.seq(1>764) et GCCTTGTAATTTTAATGAAAGCAGTGTTCTCCAGCAACCTGGGCTTGAATTTCCACAGTCGTCTTTGACTTTCTTCTTAAACTTCTTCG
2391601.custom2.ab1(29>483) <~
R h Il ‘M“ ma" \ UMM Uil “ ) lm“ “ﬂ | m umlumlﬂ “ h Il hlm ”
"‘A‘Jﬂ‘ut‘ ) U’.u‘_ln A}\“t‘l‘ A\ m JM X‘L Wy, ‘4 ’H A“\J‘A‘ AL A ui s\ s A AL AN LI, N ) AAA AL M An e OMA \‘ oo}
TCGATCTCNTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCNCCGCGCCCGNCCGCCTTGTAATTTTAATGAAAGCAGTGTTCTCCAGCAACCTGGGCTTGAATTTCCACAGTCGTCTTTGACTTTCTTCTTAAACTTCTTCG
AluYa5_1.seq(1>282) €— tcgatctcctgacctcgtgatccgecccgectcggectcccaaagtgetgggattacaggegtgagecaccgegeccggec

Figure S$5.15



100 200 300 490 °90 genotyped
Contig 1 F ] sitelD: chr10_62124855
10_62124855_contig.seq(1>1084) ! > .
10_62124855_hg19.seq(1>799) e sample sequenced: HGDP01029
10_62124855. custom2-2.ab1(10>210) — Alu Subfam”y: AluYb8
10_62124855. customl.ab1(10>389) L L] \ .
AluYb8_1.sea(1>289) | 5’ truncation: 30

B 1 e 1 2P 1 30 L iR 1 P 1 52 1 e 1 8e 1 it Lol e e e e %0 180
TACATTTCaAGGAATGAAAAACACAGACTTTAAATTCCAAGTCAAGGCTTTGGCTATTATTTGCCATTTTCCCTCATCTTGTATGGTGCCTAAMRMATAGaTGCTCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCT
10_62124855_contig.seq(1>1084) €—  TACATTTCAAGGAATGAAAAACACAGACTTTAAATTCCAAGTCAAGGCTTTGGCTATTATTTGCCATTTTCCCTCATCTTGTATGGTGCCTAAAAAATAGATGCTCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCT
10_62124855_hg19.seq(1>799) —>  TACATTTCAAGGAATGAAAAACACAGACTTTAAATTCCAAGTCAAGGCTTTGGCTATTATTTGCCATTTTCCCTCATCTTGTATGGTGCCT
10_62124855.customl.ab1(10>389) b

M) ot | |
CATTTC AGGAATGAAAAACACAGACTTTAAATTCCAAGTCAAGGCTTTGGCTATTATTTGCCATTTTCCCTCATCTTGTATGGTGCCTAAAAAATAGATGCTCCCAGCACTTTaGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCT

AluYb8_1.seq(1>289) g ggccgggcegeggtggctcacgect-g- tq;;cccagcactttgggaggccguggcgggtggatcatgaggtcaggagatcguguccqtcctggct
170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330
1 1 1 1 1 1 1 1 1 1 1 1 1 1 H 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
AACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCC
10_62124855_contig.seq(1>1084) €—  AACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCC
10_62124855_hg19.seq(1>799) B Gl e eeeeeltllteteteteteieielslelatteteteteteieisislslaleteteteteteislslsleleteteteteisisislslslslaeteteistsisielslslslstststeisisisislslsletetetsisistsisislslsltetststsisisisislslslsletetsisisisisislslslateiststsisisisisislslletetsisisisisislslsleieiststsisisislslslslsteteteisisisislsleleeiets
10_62124855.customl.ab1(10>389) b

AACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCC

AluYb8_1.seq(1>289) —> aacaaggtgaaaccccgtctctactaaaaatacaaaaaattagccgggcgcggtggcgggegectgtagtcccagectactcgggaggctgaggcaggagaatggcgtgaacccgggaagcggagcttgecagtgagccgagattgegeccactgecagtccgcagtccggec
340 350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 H 1 1 1 1 1 1 1 1 1 1 1 1 1
TGGGCAACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAATAGATGCTAAAATATTTATTGAAAAAAGGAAAGAATAGAAAATGAGATGAGGGAAATGAAAAACTTCTTATATTAGCAAGATATTCTTTATAAAGATCTTTTAGCCTTTTCTGTTACAGAGATATC
10_62124855_contig.seq(1>1084) €— TGGGCAACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAGATGCTAAAATATTTATTGAAAAAAGGAAAGAATAGAAAATGAGATGAGGGAAATGAAAAACTTCTTATATTAGCAAGATATTCTTTATAAAGATCTTTTAGCCTTTTCTGTTACAGAGATATC
10_62124855_hg19.seq(1>799) e e inaintetietetietetnteteintateinisiintetietettetttatatt AAAAATAGATGCTAAAATATTTATTGAAAAAAGGAAAGAATAGAAAATGAGATGAGGGAAATGAAAAACTTCTTATATTAGCAAGATATTCTTTATAAAGATCTTTTAGCCTTTTCTGTTACAGAGATATC
10_62124855.customl.ab1(10>389) g

TGGGCAACAGAGCNAGACTCCGTCTCAAAAAAAAAAAAAAAAAT

AluYb8_1.seq(1>289) —> tgggcgacagagcgagactccgtctca
10_62124855.custom2-2.ab1(10>210) L

Figure S5.16 Ao muwu‘ulm L

AAAAAAAAAAAAAAATAGATGCTAAAATATTTATTGAAAAAAGGAAAGAATAGAAAATGAGATGAGGGAAATG AAAAACTTCTTATATTAGCAAGATATTCTTTATAAAGATCTTTTAGCCTTTTCTGTTACAGAGATA C




A.

C.

B.

genotyped

Contig 6 I {
11_26601649_contig_1.seq(1>1063) > ; .
11726601649_hg19_1.seq(1>756) | 4 sitelD: chr11_26601649
2393663 . customl.ab1(30>219) samp|e Sequenced- HGDPO00713
2393663. custom2.ab1(26>518) . ’
AluYb8_1.sea(17>289) G mmmmm e Alu subfamily: AluYb8

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150

160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

ACAATTTTGGAAGCCCCTTTTAAGAAAAAGATTACAAAAATACCAATACAAAATGAGGTGCAAAAGTAATGAGAATGGAAAAAATCACAAATTTATAAATTTTTTEtttttttyctttttctttttctttttTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCA

11_26601649_contig_1.seq(1>1063) —>  ACAATTTTGGAAGCCCCTTTTAAGAAAAAGATTACAAAAATACCAATACAAAATGAGGTGCAAAAGTAATGAGAATGGAAAAAATCACAAATTTATAAATTTTTTTTTTTTTTITTITCTTTTTCTTITTITCTTTTTITTTTTITTTTTGAGACGGAGTCTCGCTCTGTCGCCCA
11_26601649_hg19_1.seq(1>756) —> acaattttggaagccccttttaagaaaaagattacaaaaataccaatacaaaatgaggtgcaaaagtaatgagaatggaaaaaatcacaaatttataaatttttt------------------------
2393663.customl.ab1(30>219) d
by “WHUMM“U“MNUuMum‘l ,.huuumlnm I
ACAATTTTGGAAGCCCCTTTTAAGAAAAAGATTACAAAAATACCAATACAAAATGAGGTGCAAAAGTAATGAGAATGGAAAAAATCACAAATTTATAAATTTTTTTTTTTTTTTTNCTTTTNCTTTTNCTTTTTTTTTTTTTT
2393663. custom2.ab1(26>518) «— T . EETE— P P . ET— P
TTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCA
AluYb8_1.seq(17>289) — c - tgagacggagtctcgctctgtcgecca
1%0 1?0 2?0 2}0 2%0 2?0 210 2?0 Z?O 2?0 2?0 2?0 3?0 3}0 3%0 3?0 310
GGCCGGACTGCGGACTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTA
11_26601649_contig_1.seq(1>1063) —> GGCCGGACTGCGGACTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTA
11_26601649_hg19_1.seq(1>756) Attt dalaiaiaieieieieetettatebebeetetattatatebtttttetetatatetateetbttbttatatateteeeeetetttatebebetetetetateteleebebtetedtatateteeeeebetetetbeteteteteteteteteeeetetetbebetetetetetatatebebebebtetedete
2393663 . custom2.ab1(26>518) «—
hum.mm.ulmuum il gl lbubhhmmNﬂmwmxhMhm‘ummu (AR o
GGCCGGACTGCGGACTGCAGTGGCGCAATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTA
AluYb8_1.seq(17>289) €— ggccggactgcggactgcagtggcgcaatctcggctcactgcaagetccgettcccgggttcacgecattctectgectcagectcccgagtagetgggactacaggegeccgccaccgegeccggctaattttttgtatttttagtagagacggggtttcaccttgtta
) 3?0 3?0 3?0 3?0 3?0 4?0 4%0 4%0 4%0 4?0 4?0 4?0 4{0 4%0 4?0 590 5}0
GCCAGGATGGTCTCGATCTCCTGACCTCATGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGA-~--CTCCAAAATAACATACACAAAAAGCAAAATCCAGTAGGTTAAAAATATTTTAATCAACTGACTGCTAAACACATCTCTGTAATGCTTTTTG
11_26601649_contig_1.seq(1>1063) —> GCCAGGATGGTCTCGATCTCCTGACCTCATGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGA---CTCCAAAATAACATACACAAAAAGCAAAATCCAGTAGGTTAAAAATATTTTAATCAACTGACTGCTAAACACATCTCTGTAATGCTTTTTG
11_26601649_hg19_1.seq(1>756) ittt ettt ettt ettt ettt aaaactccaaaataacatacacaaaaagcaaaatccagtaggttaaaaatattttaatcaactgactgctaaacacatctctgtaatgctttttg
2393663. custom2.ab1(26>518) — !
.JmnuhmahlLumnmlm.mmhuMmmwmmdtmxuumuuudmmuumw T A
GCCAGGATGGTCTCGATCTCCTGACCTCATGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGA---CTCCAAAATAACATACACAAAAAGCAAAATCCAGTAGGTTAAAAATATTTTAATCAACTGACTGCTAAACACATCTCTGTAATGCTTTTTG
AluYb8_1.seq(17>289) €— gccaggatggtctcgatctcctgacctcatgatccacccgecctcggectcccaaagtgctgggattacaggegtga

Figure S5.17



A.

B.

100 200 300 400 500 600
genotyped
52122953;238_c0ntigAseq(1>1299) ; ‘: .
11_41530238_hg19.seq(1>879) U ——— sitelD: chr11_41530238
PR ner o L A O VO SO Y sample sequenced:  HGDPO721
ALivbE_ 1. sea(15289) emoDIIIIIIIIIIIIIIIIII Alu subfamily: AluYb8
5’ truncation: 35
10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160

TCAAAGGGGAAGTGCAACCCAAGAAAGATAATCTGTTTCCCCTCTCCAAAGCTAAGAAATGGAGGAGACCTTTAGGAGACAAATAAGTAAAGTGAGATAAATCTTACGGAAAGAAAGACTAATCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGA

11_41530238_contig.seq(1>1299) €— TCAAAGGGGAAGTGCAACCCAAGAAAGATAATCTGTTTCCCCTCTCCAAAGCTAAGAAATGGAGGAGACCTTTAGGAGACAAATAAGTAAAGTGAGATAAATCTTACGGAAAGAAAGACTAATCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGA
11_41530238.customl-2.ab1(17>444) g ———

TCAAAGGGGAAGTGCAACCCAAGAAAGATAATCTGTTTCCCCTCTCCAAAGCTAAGAAATGGAGGAGACCTTTAGGAGA AAATAAGTAAAGTGAGATAAATCTTACGGAAAGAAAGA~TAATCACTTTGGGAGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGA
11_41530238_hg19.seq(1>879) —>  TCAAAGGGGAAGTGCAACCCAAGAAAGATAATCTGTTTCCCCTCTCCAAAGCTAAGAAATGGAGGAGACCTTTAGGAGACAAATAAGTAAAGTGAGATAAATCTTACGGAAAGAAAGACTAAT - - - - - m oo oo oo oo
AluYb8_1.seq(1>289) - ggccgggcgeggtggctc--ac-gcctgtaatcc-cagecactttgggaggccgaggegggtggatcatgaggtcaggagatcga

170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330

1 1 1 1 1 1 1 1 | 1 1 1 1 1 H 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

GACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGT
11_41530238_contig.seq(1>1299) ¢~ GACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGT
11_41530238.customl-2.ab1(17>444) g l ‘

ATCCTGGCTAACAAGGTGAAACC CGT GAGAATGGC GTGAAC CGGGA. AGCGGAGCTTGCAGTGAGCCGAGATGCGCCACT CAGT

11_41530238_hg19.seq(1>879) -
AluYb8_1.seq(1>289) —>» gaccatcctggctaacaaggtgaaaccccgtctctactaaaaatacaaaaaattagccgggcgeggtggecgggegectgtagtcccagctactcgggaggetgaggcaggagaatggegtgaacccgggaageggagettgecagtgageccgagattgegecactgecagt

340 350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

CCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAaaaaaaaaaAAAAAAAAAAAAAAAAAAAaaaaraagactaatATTTTATTGACCAATATAATGTCCATGTTTGTGAACATACCCAGACATGTCTGCAACAGGGAGAAGAGCACGAGAAAGGCATAGTAA
11_41530238_contig.seq(1>1299) €~ CCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGACTAATATTTTATTGACCAATATAATGTCCATGTTTGTGAACATACCCAGACATGTCTGCAACAGGGAGAAGAGCACGAGAAAGGCATAGTAA
11_41530238.customl-2.ab1(17>444) g
11_41530238_hg19.seq(1>879) -

11_41530238.custom2-2.ab1(1>194) —

AluYb8_1.seq(1>289) e d

Figure S$S5.18

NNAAAAAAAAAAAAAAAAAAAAAGAAGACTAATATTTTATTGACCAATATAATGTCCATGTTTGTGAACATACCCAGACATGTCTGCAACAGGGAGAAGAGCACGAGAAAGGCATAGTAA

ccgcagtccggectgggcgacagagecgagactccgtctca



A. C.

genotyped
Contig 1 [ {
12_99227709_contig_1.seq(1>961) D L | . )
12_99227709_hgl19_1.seq(1>655) } sitelD: chr12_99227709
2393665.customl.ab1(68>237) — .
2393665. custom2.ab1(27>433) e e | Sample Seq.uenced' HGDPOO476
AluYa6_1.sea(1>282) o | AlU subfamlly: AIUY96
B.
10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
GCAATATTTGGTTTTCTGTTTCTGCGTTAATTAACTTAAGGGTAATGGCCTTCAGCTGCATCCATGCTGCTGCAAAGGACATGATTt----- TTTTTTTTTTITTITTITTTTTITTITTTttTGAGACGGAGTTTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCG
12_.99227709_contig_1.seq(1>961) €  GCAATATTTGGTTTTCTGTTTCTGCGTTAATTAACTTAAGGGTAATGGCCTTCAGCTGCATCCATGCTGCTGCAAAGGACATGATT-----=-TTTTTTTTTTTTTTTTTTITTTTTTTTTGAGACGGAGTTTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCG
12_99227709_hg19_1.seq(1>655) —> gcaatatttggttttctgtttctgcgttaattaacttaagggtaatggccttcagetgecatccatgectgctgcaaaggacatgattt-
2393665.customl.ab1(68>237) - —
hmhu MMMWMUUMDUM uﬁ.mﬂmﬂdlﬂnlm hh“mhﬂhuummmmuu
GCAATATTTGGTTTTCTGTTTCTGCGTTAATTAACTTAAGGGTAATGGCCTTCAGCTGCATCCATGCTGCTGCAAAGGACATGATTTCATTCTTTTTTTTTTITTTTTTTITITTTT
2393665. custom2.ab1(27>433) —
TTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTTTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCG
AluYg6_1.seq(1>282) < c C C C c C c C c . C tgagacggagtttcgctctgtcgecccaggetggagtgcagtggegegatcteg

) 12[30 ) 1?0 ) 2?0 ) ZZII.Q ) ZZIQ ) 23|0 ) 210 ) 2?0 ) Z(ISQ ) 2?0 A 22}0 ) 2?0 ) 3?0 ) 3:I|.0 ) 32|0 ) 33|0 ) 310
ACTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGTGTAGCTGGGACTAYAGGCRCGCGCCACCATGCCCGGCTAATTTTT-GTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATC

12_992277@9_contig_1.seq(1>961) €= ACTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGTGTAGCTGGGACTATAGGCACGCGCCACCATGCCCGGCTAATTTTT-GTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATC

12_99227709_hg19_1.seq(1>655) Attt Rty Sttt Sttt ettt
2393665.custom2.ab1(27>433) —
h“h“‘ h.lm .‘mmunh Jhuhhh Lhhlﬂnﬂllmmm}m | hnhh.l ummuulhﬂmnhmﬂhumﬂh m‘lmxhl“tlbl“hhﬂl“
ACTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGTGTAGCTGGGACTATAGGCACGCGCCACCATGCCCGGCTAATTTTT-GTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATC
AluYg6_1.seq(1>282) €— actcactgcaagctccgectcccgggttcacgccattctectgectcagectcccgtgtagetgggactacaggecgegegecaccatgeccggctaattttttgtatttttagtagagacggggtttcaccgtgttagccaggatggtctcgatctectgacctegtgatc

) 35;:0 ) 36|® ) 37|® ) 38|® ) 39|® ) 40|® ) 4]|.® ) 4Z|® ) 43|® ) 4110 ) 45;70 ) 4(?0 ) 47|® ) 48|® ) 49|® ) 50|®
CGCCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCRCCCGGCCCATTCTTTTTTATGTCTGTGTAGTATTTCATCTACCTTGACTTTTTATTTGCCTATTTGTTGGTTAACTTACGGGCCTTTTGGCCTAAACTGATGTAGAT

12_992277@9_contig_1.seq(1>961) €= CGCCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCACCCGGCCCATTCTTTTTTATGTCTGTGTAGTATTTCATCTACCTTGACTTTTTATTTGCCTATTTGTTGGTTAACTTACGGGCCTTTTGGCCTAAACTGATGTAGAT

12_99227709_hg19_1.seq(1>655) itttk st cattcttttttatgtctgtgtagtatttcatCTACCTTGACTTTTTATTTGCCTATTTGTTGGTTAACTTACGGGCCTTTTGGCCTAAACTGATGTAGAT
2393665. custom2.ab1(27>433) <~

‘mﬂhthmML «m‘(muuh Mmhhmﬂh“dlﬂ.u e et
AluYg6_1.seq(1>282) < cgcccgtctcggcctcccaaqgtgctgggattacaggcgtgagccqccgcgcccggcc

Figure S$S5.19



A. C.

genotyped

Contia 1 n _ sitelD: chr13_23662812
ontig l |
13_23662812_ref_1.seq(1>284) ! > sample sequenced: HGDP00721
13_23662812_alu_contig_1.seq(1>581) [ > T
2384375. custom? . ab1(1>395) e mmmmmmmmmmmm—m———————————— Alu subfamily: AluY
AluY_1.seq(1>282) e e m e

10 20 30 40 50 60 70 80 20 100 110 120 130 140 150 160

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
GAAAGAACTTTGGGCTTCCTTTGATAGCTAAAGAGAAAATAGAGGCAAAAATGGcagatgtttttttttTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTC
13_23662812_alu_contig_1.seq(1>581) —>  GAAAGAACTTTGGGCTTCCTTTGATAGCTAAAGAGAAAATAGAGGCAAAAATGGCAGATGTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTC

13_23662812_ref_1.seq(1>284) —>  GAAAGAACTTTGGGCTTCCTTTGATAGCTAAAGAGAAAATAGAGGCAAAAAT GG~ -~ = = = = = = = = = = = = = = == = = = = — = — o & o oo o o o o f o — o d o d o m oo m o f o f o oo m o mf oo oo oo oo o mmommmmmmmom—m—momomoooooo-
2384375.custom2.ab1(1>395) &~ oo coo coo Coo  ——
adaBa st NN\ \nnalnaan\on snannsalancanssa ol AL\ Anal\ A aaa N\ inan M aAA M \aany WY A
TTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGAGTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTC
AluY_1.seq(1>282) — c c c c c c c c c c c tgagacggagtctcgctctgtcgcccaggctggagtgcagtggecgecgatctcggctcactgcaagetccgectcccgggttcacgecattcete

170 180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

CTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAG

13_23662812_alu_contig_1.seq(1>581) —> CTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAG
13_23662812_ref_1.seq(1>284) SO

2384375.custom2.ab1(1>395) —
oot s oananaadl s, Auhhmhwm‘“hmmm«“muh ‘mm“m‘ hl“ﬂ l‘“““““‘dbh“d“““‘. m‘ ,A‘
CTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCT(CTGA(CTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAG
AluY_1.seq(1>282) €— ctgcctcagecctcccgagtagetgggactacaggcgcccgeccaccacgcccggctaattttttgtatttttagtagagacggggtttcaccgtgttageccaggatggtctcgatctectgacctcgtgatccgeccgectcggectcccaaagtgectgggattacag

) 310 ) 35|0 ) 3?0 ) 3{0 ) 35;0 ) SEIJG ) 4?0 ) 4Z|l@ ) 42|@ ) 43|@ ) 41}@

GCGTGAGCCACCGCGCCCGGCCAGATGTTTTAAGATTCTTGAGCATAATTAAATACTAAAGTGACAAGGGTGATAAAGAGGGAGAGGACAAAATAAT ----GCCACAG
13_23662812_alu_contig_1.seq(1>581) —>  GCGTGAGCCACCGCGCCCGGCCAGATGTTTTAAGATTCTTGAGCATAATTAAATACTAAAGTGACAAGGGTGATAAAGAGGGAGAGGACAAAATAAT ----GCCACAG
13_23662812_ref_1.seq(1>284) ettt CAGATGTTTTAAGATTCTTGAGCATAATTAAATACTAAAGTGACAAGGGTGATAAAGAGGGAGAGGACAAAATAATCAATGCCACAG
2384375.custom2.ab1(1>395) —

ltuxlmummmu b Iy ](

TGAGCCACCGCGCCC CCAGATGTTTTAAGATTCTTGAGCATAATTAAATACTAAAGTGACAAGGGTGATAAAGAGGGAGAGGACAAAATAAT* ---
AluY_1.seq(1>282) gcgtgqgccqccgcgcccggcc

Figure S5.20




A.

C.

genotyped
Contig 1 I {
13_32706403_contig_1.seq(1>1196) L L L L L L L L | .
13_32706403_hg19_1.seq(1>872) b > sitelD: chr13 32706403
2396735.customl.ab1(1>525) I > . g
2396735. custom2.ab1(1>238) S — sample sequenced: HGDPO00716
AluY_1.sea(1>282) ’ > Alu subfamily: AluYc1
B' 10 20 30 10 50 60 70 80 120 130 140 150 160 170

90 100 110
1 1 1 1 1 1 1 1 1 1 1 1 1 N 1 1 1 1 1 1

TGATAGCATTGGGTTGGCTACATTGACATTCACAGGCATGAGGACTTGAAATAATAAAGAAATCTGTTTTATTCTTACTATAAAAAGGAATCTTAATTTTTAAAAACTCAGCTAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGG

13_32706403_contig_1.seq(1>1196) €— TGATAGCATTGGGTTGGCTACATTGACATTCACAGGCATGAGGACTTGAAATAATAAAGAAATCTGTTTTATTCTTACTATAAAAAGGAATCTTAATTTTTAAAAACTCAGCTAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGG
13_32706403_hg19_1.seq(1>872) —>  TGATAGCATTGGGTTGGCTACATTGACATTCACAGGCATGAGGACTTGAAATAATAAAGAAATCTGTTTTATTCTTACTATAAAAAGGAAT CTTAATTTTTAAAAACT CAGCTA- - - - - oo oo
2396735.customl.ab1(1>525) -
hhmﬂm thh hh hh um hmmmmxwtﬂum mm“mu U“ﬂuﬂmwmmnhﬂdmmh Jhuuﬂmhunmmml Jt“r
TGATAGCATTGGGTTGGCTACATTGACATTCACAGGCATGAGGACTTGAAATAATARAGAAATCTGITTTATTCTTACTATARAAAGGAATCTTAATTITTAAAAACTCAGCTAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGLGGG
AluY_1.seq(1>282) g s © ggccgggcegeggtggctcacgectgtaatcccagecactttgggaggecgaggeggg
) 12?0 1?0 2?0 2}0 ZZIO 23|® 24}0 ZSIO 2(]50 ZZO 2?0 ZBIO 3?0 31|0 32|® 3?:0 312
CGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTKGTAGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTG
13_32706403_contig_1.seq(1>1196) €— CGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTTGTAGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTG
13_32706403_hg19_1.seq(1>872) A e — T — il ittt
2396735.customl.ab1(1>525) -
ATCACGAGGT CAGGAGA TCGAGACCAT i GG e e e C Tt ACE T A CCReACaCT CRCE R OR G T CaCe T OTACC CEOACRCEOACE TTCCACTE
AluY_1.seq(1>282) g cggatcacgaggtcuggugatcgagaccutcctggctaacacggtgaaaccccgtctctactuaauatacaaaaaattagccgggcgtggtggcgggcgcctgtugtcccagctactcgggaggctgaggcaggagautggcgtgaucccgggaggcggagcttgcagtg
3_’;0 3?@ 3{0 3{;30 3?0 4?0 4]|.0 42|0 4?0 41}0 4?0 4?0 4?0 48|0 4?0 SGIE) SZII.(Z
AGCCGAGATCGYGCCACTGCACTCCAGCCTGGGCGACAGAGYGAGACTCCGTCTCAaaAAAAAAaaaaaaaadaaadaaadaadaaaaaaaaactcagctaAACAATACAGGTTTGATATTTATTGCCCAGTGCCCATCATGGTACATAACAAAAGAATTGCTGCTAAGGAGA
13_32706403_contig_1.seq(1>1196) € AGCCGAGATCGTGCCACTGCACTCCAGCCTGGGCGACAGAGTGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTCAGCTAAACAATACAGGTTTGATATTTATTGCCCAGTGCCCATCATGGTACATAACAAAAGAATTGCTGCTAAGGAGA
13_32706403_hg19_1.seq(1>872) R AACAATACAGGTTTGATATTTATTGCCCAGTGCCCATCATGGTACATAACAAAAGAATTGCTGCTAAGGAGA
2396735.customl.ab1(1>525) g —
2396735.custom2.ab1(1>238) «—
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTCAGCTAAACAATACAGGTTTGATATTTATTGCCCAGTGCCCATCATGGTACATAACAAAAGAATTGCTGCTAAGGAGA
AluY_1.seq(1>282) —>» agccgagatcgcgecactgecactccagecctgggcgacagagcgagactccgtctca

Figure S5.21



A.

C.

genotyped

Contig 1 [ |
15_41100317_hg19_1.seq(1>778) } > . .
15_41100317_contig_1.seq(1>1096) |} 5 sitelD: chr15_41100317
2396736.customl.ab1(31>268) .
2396736.custom2.ab1(71>495) Sample Seq.uenced' HGDPO1264
AluYa6_1.sea(1>282) Alu subfamily: AluYg6

10 20 30 40 50 60 70 80 90

100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1

AAAATGGGGCTAACATTCTCTCGCTTTCAGGGTTTATGTGAGGGTCCACTGAAGTGCTTTAGGTGAGAGTTCCCTATAAACTGTAAAGCGCGCTGCCGTCGTTTTTGCAAAGCTACTCTTTaattt TTTTTTTTTTTTTTTTTTtTGAGACGGAGTTTCGCTCTGTCGCC

15_41100317_hg19_1.seq(1>778) —> adaatggggctaacattctctcgctttcagggtttatgtgagggtccactgaagtgctttaggtgagagttccctataaactgtaaagegcGCTGCCGTCATTTTTGCAAAGCTACTCT T T - - - m - - - mmm oo oo oo oo
15_41100317_contig_1.seq(1>1096) —>  AAAATGGGGCTAACATTCTCTCGCTTTCAGGGTTTATGTGAGGGTCCACTGAAGTGCTTTAGGTGAGAGTTCCCTATAAACTGTAAAGCGCGCTGCCGTCGTTTTTGCAAAGCTACTCTTTAATTTTTTTTTTTITTTTTITTITTTTTGAGACGGAGTTTCGCTCTGTCGCC
2396736.customl.ab1(31>268) g
2396736.custom2.ab1(71>495) —
LA A Ol AW
TTATTTTTTTTTTTTTTTTTGAGACGGAGTTTCGCTCTGTCGCC
AluYg6_1.seq(1>282) o S-S tgagacggagtttcgctctgtegee
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 el 1 1 1 1 1 1 1 1 1 1 1
CAGGCTGGAGTGCAGTGGCGCRATCTCGACTCACTGCAAGCTCCGCCTCCCGGGTTCAYGCCATTCTCCTGCCTCAGCCTCCTGTGTAGCTGGGACTACAGGCRCGCGCCACCATGCCCGGCTAA-TTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAG
15_41100317_hg19_1.seq(1>778) T BT TS DT - R
15_41100317_contig_1.seq(1>1096) —>  CAGGCTGGAGTGCAGTGGCGCAATCTCGACTCACTGCAAGCTCCGCCTCCCGGGTTCATGCCATTCTCCTGCCTCAGCCTCCTGTGTAGCTGGGACTACAGGCACGCGCCACCATGCCCGGCTAA-TTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAG
2396736.custom2.ab1(71>495) —
il Uuh“ bl ‘x gl M iy “l Lkl s D lh
“}‘“!ul“& .‘x\-y‘t RAARY MAJA‘,“.A,;‘A Al AL,‘A A ._,»,‘, ,‘.L,xh )%, .Mu A ’1\ Al“u‘x. A‘: .;MA“. A‘A“L ‘u‘l ..;5 ..‘. 1‘4‘,1“ Al YA .l“ ALy u(.AA XN LD .A‘, ‘4& ow. Al-
CAGGCTGGAGTGCAGTGGCGCAATCTCGACTCACTGCAAGCTCCGCCTCCCGGGTTCATGCCATTCTCCTGCCTCAGCNTCCTGTGTAGCTGGGANTACAGGCACGCGCCACCATGCCCGGNTAA-TTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAG
AluYg6_1.seq(1>282) ¢— caggctggagtgcagtggcgcgatctcgactcactgcaagctccgectcccgggttcacgecattctectgectcagecteccgtgtagetgggactacaggegegegecaccatgeccggctaattttttgtatttttagtagagacggggtttcaccgtgttagecag
) 35[0 3(?0 3{0 3&?0 3?0 40|0 4:|L0 4Z|0 43|0 4110 45|0 4(|50 47|0 48|0 4?0 SQIO SZILO
GATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCaaagetactctttTCTGTCGGCCCAGTGTAGCATCTGGCGGTTTTCTTCTCTCCACCCTGCTCCTCCGAAGCGCGGTGTCCAT
15_41100317_hg19_1.seq(1>778) E TCTGTCGGCCCAGTGTAGCATCTGGCGGTTTTCTTCTCTCCACCCTGCTCCTCCGAAGCGCGGTGTCCAT
15_41100317_contig_1.seq(1>1096) —>  GATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCAAAGCTACTCTTTTCTGTCGGCCCAGTGTAGCATCTGGCGGTTTTCTTCTCTCCACCCTGCTCCTCCGAAGCGCGGTGTCCAT
2396736.custom2.ab1(71>495) —
hu‘.mll“l;.ébLLMMLWLL‘AJL.JIL1Mﬂh.&uﬂlﬂthﬂﬂd‘s‘,LﬂMAJMUMt‘MMM AJLM!MAmmuh U‘ WA Il g uhdmun.mulu
GATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCAAAGCTACTCTTTTCTGTCGGCCCAGTGTAGCATCTGGCGGTTTTCTTCTCTCCACCCTGCTCCTCCGAAGCGCGGTGTCCAT
AluYg6_1.seq(1>282) €— gatggtctcgatctcctgacctcgtgatccgecccgtctcggectcccaaagtgetgggattacaggegtgagccaccgecgeccggec

Figure S$5.22



A.

C.

genotyped
Contig 2 L {
18_74638697_hg19_1.seq(1>647) F
18_74638697_contig_1.seq(1>989) ; SlteID Chl’18 74638697

2399777.customl.ab1(29>876)
2397255. customl.ab1(17>283)
2393660.custom2.ab1(21>269)
AluY_1.sea(1>282)

B.

HGDP00222
AluY

D sample sequenced:
' Alu subfamily:

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

TTAGACTGTGTGTATGGTATAAAGGGTGATTAGACCATGTGTGTGTATGGTATAAagggtgattagacagtgtgtgtgtgtatggtataaagggtgattagGGCCGGGTGYGGTGGCTCAYGCCTGTAATCCCAGCACTTTGGGAGGCCGAGATCGACGGATCACGAGGTC

18_74638697_hg19_1.seq(1>647) —>  TTAGACTGTGTGTATGGTATAAAGGGTGATTAGACCATGTGTGTGTATGGTATAA - — - - <= = — = m = === m = m = — = m = m === m - m—m—m = — == m = m——m - m—m—m—m = m == mm o mmmmm—m———— === mmomm——mdmmm o —mmm oo
18_74638697_contig_1.seq(1>989) —> TTAGACTGTGTGTATGGTATAAAGGGTGATTAGACCATGTGTGTGTATGGTATAAAGGGTGATTAGACAGTGTGTGTGTGTATGGTATAAAGGGTGATTAGGGCCGGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGATCGACGGATCACGAGGTC
2399777 .customl.ab1(29>876) —
d_u‘numl.n.mumﬁumumhmumuummumnxmnh_mmnmns,mu,mmmu.tmﬂm1nmmllmhmuluhJ.ummmm&mumLmul
TTAGACTGTGTGTATGATATAAAGGGTGATTAGACAGTGTGTGTATATGGTATAAAGGGTGATTAGACAGTGTGTGTGTGTATGGTATAAAGGGTGATTAGGGCCGGGTGTGGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGATCGACGGATCACGAGGTC
2397255.customl.ab1(17>283) —>
CGCACTTTGGGAGGCCGAGATCGACGGATCACGAGGTC
AluY_1.seq(1>282) —> ggccgggcgcggtggctcacgcctgtaatcccagecactttgggaggccgaggcgggecggatcacgaggtc
. 18;0 19I0 2?0 2:}0 ZZIB Z%@ 210 ZSIQ ZGIQ 27I@ 28I0 2‘:?0 3?0 3]I.0 32I0 33I0 310
AGGAGATCGAGATCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAA@aaTTACCCAGGTGTGGTGGCTGGCGCCTGTAGTCCCAGCTACTCAGGAGGSTGAGGSAGGAGAATGGYGTGAACCYGGGAGGCGGAGCTTGCAGTGAGCTGAGATGGC
18_74638697_hg19_1.seq(1>647) -> - R- - B - S8R - ----B&--------------------&--®B -8 -----®8 ---®B -2
18_74638697_contig_1.seq(1>989) —>  AGGAGATCGAGATCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAAAATTACCCAGGTGTGGTGGCTGGCGCCTGTAGTCCCAGCTACTCAGGAGGGTGAGGGAGGAGAATGGTGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCTGAGATGGC
2399777.customl.ab1(29>876) «—
M A ANM
AGGAGATCGAGATCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAAAATTACCCAGGTGTGGTGGCTGGCGCCTGTAGTCCCAGCTACT
2397255.customl.ab1(17>283) —>
AGGAGATCGAGATCATCCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAAAAATTACCCAGGTGTGGTGGCTGGCGCCTGTAGTCCCAGCTACTCAGGAGGGTGAGGGAGGAGAATGGTGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCTGAGATGGC
AluY_1.seq(1>282) —>» aggagatcgagaccatcctggctaacacggtgaaaccccgtctctactaaaaatacaaaaaa---ttagccgggcgtggtggcgggegectgtagtcccagctactcgggaggctgaggcaggagaatggcgtgaacccgggaggcggagcttgcagtgagccgagatcge
) 3SI0 3?0 37I@ 3%0 3?0 490 4]I.0 4%0 4?0 44}0 45I0 4?0 470 48;0 49I0 5?0 52}0
RCCACTGCACTCYAGYCTGGGCGACTGAGCGAGAGWCYGTCTCAAAAAAAAAAAAAGGGTGATTAGACAGTGTGTGTGTATGGTATAAAGGGTGATTAGACAGTATGTGTGTGTATGGTATAAATAAAGGGTGATTAGACAGTGTGTGTATATGGTATAAAGGGTGATTAA
18_74638697_hg19_1.seq(1>647) sxdll CSELLTILIILE £ Satthttt SOttt | ettt AGGGTGATTAGACAGTGTGTGTGTATGGTATAAAGGGTGATTAGACAGTGTGTGTGTATATGGTATAAATAAGGGGTGATTAGACAGTGTGTGTATATGGTATAAAGGGTGATTAA
18_74638697_contig_1.seq(1>989) —> ACCACTGCACTCTAGTCTGGGCGACTGAGCGAGAGACTGTCTCAAAAAAAAAAAAAGGGTGATTAGACAGTGTGTGTGTATGGTATAAAGGGTGATTAGACAGTATGTGTGTGTATGGTATAAATAAAGGGTGATTAGACAGTGTGTGTATATGGTATAAAGGGTGATTAA
2397255.customl.ab1(17>283) —>
A
ACCACTGCACTCTAGTCTGGGCGACTGAGCGAGAGACTGTCTCAAAAAAAAAAAAGGG
2393660.custom2.ab1(21>269) «— l l ' ] ] l ' l ‘m l
AAAAAAAAAAAAGGGTGATTAGACAGTGTGTGTGTATGGTATAAAGGGTGATTAGACAGTATGTGTGTGTATGGTATAAATAAAGGGTGATTAGACAGTGTGTGTATATGGTATAAAGGGTGATTAA
AluY_1.seq(1>282) —> gccactgcactccagcctgggcgacagagcgagactccgtctca

Figure S$5.23



A.

C.

genotyped
Contig 1 [ |
20_15087687_contig_1.seq(1>512) I >
20_15087687_hgl9_1.seq(1>201) [ > sitelD: chr20 15087687
2393667 .customl.ab1(12>148) iy
2393667 custom?.ab1(31>545) R p— T sample sequenced: HGDPO00854
AluYb8_1.sea(1>289) frmmmmmmmm s e e ——— AIU Subfam”y. AIUYb8

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 17
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1

AAGTATATATGCATTAAATATCACACCACACATACAAACACATATTATGTATCCCCTAATGTATGATTTATATGTATATAATATTTGACATCACAGATACACACAATCCTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGTCGGACTGCGGACTGCAGTRG

20_15087687_contig_1.seq(1>512) —>  AAGTATATATGCATTAAATATCACACCACACATACAAACACATATTATGTATCCCCTAATGTATGATTTATATGTATATAATATTTGACATCACAGATACACACAATCCTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGTCGGACTGCGGACTGCAGTAG
20_.15087687_hg19_1.seq(1>201) —>  AAGTATATATGCATTAAATATCACACCACACATACAAACACATATTATGTATCCCCTAATGTATGATTTATATGTATATAATAT TTGACAT CACAGAT - - - - - - o oo oo oo oo oo oo
2393667 .customl.ab1(12>148) —>
2393667.custom2.ab1(31>545) —
/) [V} AN
TTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGTCGGACTGCGGACTGCAGTAG
AluYb8_1.seq(1>289) e Tgagacggagtctcgetctgtegeccaggecggactgcggactgcagtag
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
GCAATCTCGGCTCACTGCAAGCTCCRCTTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTAGCCAGGATGGTCTCGATCTCCTGA
20_15087687_contig_1.seq(1>512) —>  GCAATCTCGGCTCACTGCAAGCTCCACTTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTAGCCAGGATGGTCTCGATCTCCTGA
20_15087687_hg19_1.seq(1>201) A il — Saiaiatei et it
2393667 .custom2.ab1(31>545) <
AWLLMM I .MhMlm L MI .‘mmmum“huun thJ wﬂwl,l“.huwﬂm MMA ‘MIUMA““M
GCAATCTCGGCTCACTGCAAGCTCCACTTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTAGCCAGGATGGTCTCGATCTCCTGA
AluYb8_1.seq(1>289) €— gcaatctcggctcactgcaagctccgcttcccgggttcacgeccattctcctgectcagectcccgagtagetgggactacaggegeccgccaccgegeccggctaattttttgtatttttagtagagacggggtttcaccttgttageccaggatggtctcgatctectga
350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510
1 ] 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
CTCATGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCACACACAATCCTTTATATACCTTTATGTATATAGATTGTTCTGTAATTCATAACATTTAAGGCTTTTGGGATTTTGTTTTTAAACAAGTATTACAGCTTAA
20_15087687_contig_1.seq(1>512) —> CTCATGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCACACACAATCCTTTATATACCTTTATGTATATAGATTGTTCTGTAATTCATAACATTTAAGGCTTTTGGGATTTTGTTTTTAAACAAGTATTACAGCTTAA
20_15087687_hg19_1.seq(1>201) Attt ACACACAATCCTTTATATACCTTTATGTATATAGATTGTTCTGTAATTCATAACATTTAAGGCTTTTGGGATTTTGTTTTTAAACAAGTATTACAGCTTAA
2393667.custom2.ab1(31>545) — l
CTCATG ATCCACC GCC T T AAA T CTG ATTA A CACACACAATC TTTATATA TTTAT TATATA ATT TTCTG TAATT ATAA ATTTAA CTTT1G ATTTTGTTTTTAAACAAGTATTACAGCTTAA
AluYb8_1.seq(1>289) — ctcatgatccacccgcctcggcctcccaaagtgctgggattacaggcgtgagccaccgcgcccggcc

Figure S5.24



A. C.

Contig 1 [ y genotyped
22_26997607_contig.seq(1>969) &m==mmmmmmmmmmmm-mmaemmmemmeemmmsmmmemmme——=a===
22.26997607_hg19.seq(1>651) I > .
2397831.customl.abl(1>146) L —————— sitelD: chr22 26997607
2397831.custom2.ab1(31>522) G mmmmmmmmmmeemmmeseeme s —— - ————— i g
AluYa5._1.seqC1>282) Gmmmmm e —————————— sample sequenced: HGDP00471
Alu subfamily: AluYab
" 10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
ATTCCCTGCTCCTGGATGCATCCAGCCTCATCTATCCACATCAGCGCCGGCCCTTTTAGTTGATTACTCCTTCAACCCCAACTAGGCTTAGCAGCTCCTATTTTCTCCATctmacakyttttttttTTTTTTTTTTTTTTTTTTtTGAGACGGAGTCTCGCTCTGTCGCCCAG
22_26997607_contig.seq(1>969) é— ATTCCCTGCTCCTGGATGCATCCAGCCTCATCTATCCACATCAGCGCCGGCCCTTTTAGTTGATTACTCCTTCAACCCCAACTAGGCTTAGCAGCTCCTATTTTCTCCATCTCACATTTTTTTTTTTTTITTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAG
22_26997607_hg19.seq(1>651) —> ATTCCCTGCTCCTGGATGCATCCAGCCTCATCTATCCACATCAGCGCCGGCCCTTTTAGTTGATTACTCCTTCAACCCCAACTAGGCTTAGCAGCTCCTATTTTCTCCAT - - - — - m oo oo oo oo oo oo
2397831.customl.ab1(1>146) - ‘ ~ ——
'l\‘ l‘ .“‘WM“)‘A\“M‘““U‘“ NW“U“ U“M “‘ m‘ﬂﬂﬂ )‘Wh “h “mmnumunmumu
AATTCCTGCCTCTGGAGCATCCAGCCTCATCTATCCAC ACCCCAACTAGGCTTAGCAGCTCCTATTTTCTCCATCTAACAGCTTTTTTTITTTITITITTITTTITTTTTTT
2397831.custom2.ab1(31>522) —

TTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAG
AluYa5_1.seq(1>282) — tgagacggagtctcgctctgtcgeccag

180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 | 1 1 1 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1

GCTGGAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGT
22_26997607_contig.seq(1>969) ¢— GCTGGAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGT

22_26997607_hg19.seq(1>651) B e et et ettt
2397831.custom2.ab1(31>522) —
2NN\ s Wi A MW\ u.“.ul.hhh‘u‘hhhnhh.uh“hluult,AuuhhJuhhul“m“‘“““uumAA“‘M““‘“““
GCTGGAGTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGT
AluYa5_1.seq(1>282) €— gctggagtgcagtggcgggatctcggctcactgcaagetccgectcccgggttcacgeccattctectgectcagectcccaagtagetgggactacaggecgeccgecactacgeccggctaattttttgtatttttagtagagacggggtttcaccgttttageccgggatggt

350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

CTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCCCTAACAGCTTTTTAGAGCTGATTTGTTTACACTGACCTGGAATTCCTCAAAGTGTGACTCTATTCCCCAGAGGAATAGAGCTCTGTTGGCT

22_26997607_contig.seq(1>969) €~ CTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCCCTAACAGCTTTTTAGAGCTGATTTGTTTACACTGACCTGGAATTCCTCAAAGTGTGACTCTATTCCCCAGAGGAATAGAGCTCTGTTGGCT
22_26997607_hg19.seq(1>651) ittt CTAACAGCTTTTTAGAGCTGATTTGTTTACACTGACCTGGAATTCCTCAAAGTGTGACTCTATTCCCCAGAGGAATAGAGCTCTGTTGGCT
2397831.custom2.ab1(31>522) —

el 1mbhdmunlmquuM ummuumuhumuulmnmwdmh il “‘mmmlm “dm “MNLNU

CTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCAC CTAACAGCTTTTTAGAGCTGATTTGTTTACACTGACCTGGAATTCCTCAAAG TGTGACTCTATTCCCCAGAGGAATAGAGCTCTGTT
AluYa5_1.seq(1>282) «— ctcgatctcctgacctcgtgutccgcccgcctcggcctcccaaugtgctgggattqcaggcgtgagccqccgcgcccggcc

Figure S$5.25




A. C.

genotyped
Contig 1 I 4 .
X_5781750_contig4_1.seq(1>670) | > sitelD: chrX 5781750
2384369.customl.ab1(1>140) ——— -
X_5781750_hg19_1.seq(1>348) ! > sample sequenced: HGDP00222
2384369.custom2.ab1(12>535) HiS
Alares 1 seqc15282) Alu subfamily: AluYab
10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
TTAGTTTGCAAACTTGATATAGTGGACAAGGAAAATGAGAAAGCCAATGTCATTTTGTTTTATAAGGACTAGAGTTGGAATGAGGGA----------- wwwyttkwtwtwktkkwywwkkwwwwtkwkwtttttttttTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGA
X_5781750_contig4_1.seq(1>670) —>  TTAGTTTGCAAACTTGATATAGTGGACAAGGAAAATGAGAAAGCCAATGTCATTTTGTTTTATAAGGACTAGAGTTGGAATGAGGGA-- TTTTTTTTTTTITTTTITITTITTITTTITTITTITTTTTITTITTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGA
X_5781750_hg19_1.seq(1>348) g ttagtttgCAAACTTGATATAGTGGACAAGGAAAATGAGAAAGCCAATGTCATTTTGTTTTATAAGGACTAGAGTTGGAATGAGGGA—
2384369.customl.ab1(1>140) g
M“.N‘Mm I WmM ullt‘aﬂmw‘u ﬁ‘lhhdbhlhd“u‘m‘ml A
TGCAAACTTGATATAGTGGACAAGGA AAT TAAGGACTAGAGTTGGAATGAGGGATTGCTGTATTGTTTTTTTTTTTTTTTTTTITITITTITTTTTTT
2384369.custom2.ab1(12>535) — ————
AN\A
TTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGA
AluYa5_1.seq(1>282) — tgagacggagtctcgctctgtcgcccaggetgga

180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

GTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGTCTCGA
X_5781750_contig4_1.seq(1>670) —>  GTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGTCTCGA

X_5781750_hg19_1.seq(1>348) ettt ettt ettt ettt ettt ettt ettt ettt ettt ettt ettt et tetetetetetetetetete
2384369.custom2.ab1(12>535) —
m“MMAW“»LUMmMm MMUM t“hu hh W“Mulxhﬂhml uhmhhdUhﬂummﬂm““ﬂWh Mh Mh hhl
GTGCAGTGGCGGGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTC CTCCCAAGTAGCTGGGACTACAG CACTAC CTAATTTTTTGTATTTTTAGTAGAGACGGGG TTTCACCGTTTTAGCCGGGATG TCTCGA
AluYa5_1.seq(1>282) Ll gtgcagtggcgggatctcggctcactgcaagctccgcctcccgggttcacgccattctcctgcctcagcctcccaagtagctgggactacaggcgcccgccactacgcccggctauttttttgtatttttugtagagacggggtttcaccgttttagccgggatggtctcga

350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

TCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTGCTGTATTGTTTAGAAGGGGTAGGCACTTAAGCCCAGTTGACCACAAAGATGAGTGCAAAGTACTTACTAAGGAGCATGAACAATCTTAGGCAGT

X_5781750_contig4_1.seq(1>670) —>  TCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTGCTGTATTGTTTAGAAGGGGTAGGCACTTAAGCCCAGTTGACCACAAAGATGAGTGCAAAGTACTTACTAAGGAGCATGAACAATCTTAGGCAGT
X_5781750_hg19_1.seq(1>348) B i TGCTGTATTGTTTAGAAGGGGTAGGCACTTAAGCCCAGTTGACCACAAAGATGAGTGCAAAGTACTTACTAAGGAGCATGAACAATCTTAGGCAGT

S LA M

TCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTGCTGTATTGTTTAGAAGGGGTAGGCACTTAAGCCCAGTTGACCACAAAGATGAGTGCAAAGTACTTACTAAGGAGCATGAACAATCTTAGGCA
AluYa5_1.seq(1>282) €— tctcctgacctcgtgatccgcccgectcggectcccaaagtgetgggattacaggegtgageccaccgegeccggec

Figure S5.26




C.

not genotyped
Contig 4 I ]
1_223911582_contig_1.seq(1>1204) [ >
2384368.custom2.ab1(16>114) mmmm . .
1.223911582_hg19_1.seq(1>664) I > sitelD: Chl’1_22391 1582
2384368 customl.ab1(2>570) [ > sample sequenced: HGDP00967
AluYb8_1.seq(1>289) I > .

Alu subfamily: AluYb8

B.

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

CTCTCCAGGAATAGGAGCAGTGGGACCCCCTTCAAGAATCCCCCATTTCCGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAA

1.223911582_contig_1.seq(1>1204) —> CTCTCCAGGAATAGGAGCAGTGGGACCCCCTTCAAGAATCCCCCATTTCCGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAA
1_223911582_hg19_1.seq(1>664) —  CTCTCCAGGAATAGGAGCAGTGGGACCCCCTTCAAGAATCCCCCATTTCC = = = == = == == == = & o o oo oo o o o o o o oo o oo oo o o oo oo oo oo oo oo oo o f o oo oo oo o oo oo oo
2384368.customl.abl(2>570) b
CTCTCCAGGAATAGGAGCAGTGGGACCCCCTTCAAGAATCCCCCATTTCCGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTT””"‘ GGCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAA
AluYb8_1.seq(1>289) - ggccgggcgcggtggctcacgectgtaatcccagcactttgggaggccgaggecgggtggatcatgaggtcaggagatcgagaccatcctggctaacaaggtgaaaccccgtctctactaa
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
AAATACAAAAAATTAGACGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAAGYGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAa
1_223911582_contig_1.seq(1>1204) —>  AAATACAAAAAATTAGACGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGGAAGTGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAA
1.223911582_hg19_1.seq(1>664) d
2384368.customl.ab1(2>570) b
A QA
AAATACAAAAAATTAGACGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGA .‘GCTGAGGCAGGAGAATGGCGTGAACCCAGGAAGTGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACAGAGCGAGACTCCGTCTCAA
AluYb8_1.seq(1>289) —> aaatacaaaaaattagccgggcgcggtggcgggcgectgtagtcccagetactcgggaggctgaggcaggagaatggcgtgaacccgggaagcggagettgcagtgagecgagattgegecactgcagtccgcagtccggectgggegacagagecgagactccgtctea
350 360 370 380 390 400 410 420 430 440
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
aaAAAAAAAAAAAAAAAAAAAAAAaaagaatcccccatttccCATATACTTTCCTGCAAAGCCACAGGGCGTGCAAAGTGGGATTCCAGGGCTCCAGCCTG
1_223911582_contig_1.seq(1>1204) —>  AAAAAAAAAAAAAAAAAAAAAAAAAAAGAATCCCCCATTTCCCATATACTTTCCTGCAAAGCCACAGGGCGTGCAAAGTGGGATTCCAGGGCTCCAGCCTG
2384368.custom2.ab1(16>114) —
AN L AN A
AAAAAAAAAAAAAAAAAAAAAAAAAGAATCCCCCATTTCCCATATACTTTCCTGCAAAGCCACAGGGCGTGCAAAGTGGGATTCCAGGGCTCCAGCCTG
1.223911582_hg19_1.seq(1>664) e e CATATACTTTCCTGCAAAGCCACAGGGCGTGCAAAGTGGGATTCCAGGGCTCCAGCCTG
2384368.customl.abl1(2>570) d ———

Figure S5.27
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A.

C.

Contig 4
7_38209207_alu_contig_1.seq(1>1175)
2384376.customl.ab1(16>176)
7_38209207_hg19_1.seq(1>760)
2396738.customl.ab1(7>337)
AluYa5_1.seq(1>282)
2384376.custom2.ab1(18>306)

B.

5 N not genotyped
: N
' A AV AU sitelD: chr7_38209207
SRR R EEE LY sample sequenced: HGDP00232
) Sttt ittt Alu subfamily: AluYa4
10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160

TGAGTTCACCACAAATGAATATTGATTATTATAATGTTGTCCGTTTGTATTATTTTTCCTTTTCAAAAAAGCAACTTTTATGGATAGCATAATTTTACggagAAWYTTTTTttttttttttttttttttttttTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGA

7_38209207_alu_contig_1.seq(1>1175) —>  TGAGTTCACCACAAATGAATATTGATTATTATAATGTTGTCCGTTTGTATTATTTTTCCTTTTCAAAAAAGCAACTTTTATGGATAGCATAATTTTA- -~~~ AATTTTTTTTTTTTTITITTTITTITTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGA
7_38209207_hg19_1.seq(1>760) —>  TGAGTTCACCACAAATGAATATTGATTATTATATTGTTGTCCGTTTGTATTATTTTTCCTTTTCAAAAAAGCAACTTTTATGGATAGCATAATTTTACGGAGAAA CTTTT - - - - - — o oo oo oo oo
2384376.customl.ab1(16>176) —>
2396738.customl.ab1(7>337) <«—
S\ A
TTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCGCCCAGGCTGGA
AluYa5_1.seq(1>282) < tgagacggagtctcgctctgtcgcccaggetgga
1{0 1?0 1?0 2?0 2}0 Z%O 2?0 210 Z?O 2?0 ZZO Z?O 2?0 3?0 3}0 3%0 3?0
GTGCAGTGGCGSGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGT
7_38209207_alu_contig_1.seq(1>1175) —>  GTGCAGTGGCGCGATCTCGGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGACTACAGGCGCCCGCCACTACGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTTTTAGCCGGGATGGT
7_38209207_hg19_1.seq(1>760) A ittt i b L Ll
2396738.customl.ab1(7>337) < ‘
M“““ml“d Um. u‘.ﬂh Ml mu.ml,huhd.u il “AMU.UMMJ\«u“hwm‘t oMt uwhumhu
TGCAGTGGCGCGATCTCGGCTCACT GCAAGCTCCGCLTCCLGaGTTCACGLCATTCTCCTGCCTCAGCCTCCCAAGTAGCT GGGACTACAGGCGCCCGLCACTACGCCCGGCTAATTTTTTGIATTTT TAGI AGAGACGGGGTTTCACCGTTTTAGCCGGGATGGT
AluYa5_1.seq(1>282) < gtgcqgtggcgggatctcggctcactgcaagctccgcctcccgggttcacgccqttctcctgcctcagcctcccaagtagctgggqctacaggcgcccgccactacgcccggctaattttttgtatttttagtagagchgggtttcaccgttttugccgggatggt
2384376 custom2. ab1(18>306) “— . o o e e o o o o o o o . S o e o o
2008500000 LON
CCGTTTTAGCCGGGATGGT
) 3?0 ) 3?@ 3?0 3{0 3%0 3?0 4?0 4}0 4%0 4?0 4?0 4?0 4?0 4{0 4%0 4?0 5?0
CTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCGACGGAGAAACTTTTATATCAATATCTTGCTGGCAAAAGTTAAGAATTACTAGCAATGGTTTCATTTGAATTCTTTTTTAAACACA
7_38209207_alu_contig_1.seq(1>1175) —>  CTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCGACGGAGAAACTTTTATATCAATATCTTGCTGGCAAAAGTTAAGAATTACTAGCAATGGTTTCATTTGAATTCTTTTTTAAACACA
7_38209207_hg19_1.seq(1>760) nd e e e ATATCAATATCTTGCTGGCAAAAGTTAAGAATTACTAGCAATGGTTTCATTTGAATTCTTTTTTAAACACA
2396738.customl.ab1(7>337) <
. LU AL DAV R AL ALK A AR A\
CTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCGACGGAGAAACTTTTATATCAA
AluYa5_1.seq(1>282) €— ctcgatctcctgacctcgtgatccgcccgectcggectcccaaagtgctgggattacaggecgtgagccaccgegeccggec
2384376.custom2.ab1(18>306) <~

Figure S5.28



A.

C.

not genotyped

Contig 1 } |
8_63344453_contig_1.seq(1>780) } > .
8_63344453_hg19_1.seq(1>443) } > sitelD: chr8 63344453
2349772 .custom2.ab1(1>206) femmmmmm=m i .
2349773 .customl.ab1(1>740) I > Sample Sequenced' HGDP01 259
AluYa8_1.sea(1>281) : > Alu subfamily: AluYa8

) 10 20 30 40 50 60 70 80 90 100 110 120 130 140 150

TTTGAGATGCTCTCAGGAGAACTGAAGAGAAGCTTATAAAAAGGAAAAAT -AAAAAAAAAGCTTTTTCTAAGAACTGTTTTCACCCAATTAAACTATAACTGGGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGG

8_63344453_contig_1.seq(1>939) —>  TTTGAGATGCTCTCAGGAGAACTGAAGAGAAGCTTATAAAAAGGAAAAAT -AAAAAAAAAGCTTTTTCTAAGAACTGTTTTCACCCAATTAAACTATAACTGGGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGG
8_63344453_hgl19_1.seq(1>602) —>  TTTGAGATGCTCTCAGGAGAACTGAAGAGAAGCTTATAAAAAGGAAAAAAAAAAAAAAAAGCTTTTTCTAAGAACTGTTTTCACCCAATTAAACTATAACT G- - - = mmmm oo oo o oo
2349773.customl.abl1(1>740) d l —
“th“ﬂ“h“ mh lu m“muummmmmuhu hmmﬂamuuwmlu“Mdgmdumﬂhl MV
TTTGAGATGCTCTCAGGAGAACTGAAGAGAAGCTTATAAAAAGGAAAAAT -AAAAAAAAAGCTTTTTCTAAGAACTGTTTTCACCCAATTAAACTATAACTGGGGCCGGGCGCGGTGGCTCACGCCTGIAATCCCAGCACTTTGGGAGGCCGAGG
AluYa8_1.seq(1>281) - ggccgggcgcggtggctcacgectgtaatcccageactttgggaggccgagg
1?0 . 1{0 . 1%0 . 1?0 . Z?@ ) 2%0 2%0 2?0 2?0 Z?O 2?0 2{0 2?0 2?0 3?0 3}0
CGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCCGGCTAAA-ACGGTGAAACCCCGTCTCTACTAAAACTACAAAAAATAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCTAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCG
8_63344453_contig_1.seq(1>939) —>  CGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCCGGCTAAA-ACGGTGAAACCCCGTCTCTACTAAAACTACAAAAAATAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCTAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCG
8_63344453_hg19_1.seq(1>602) Gttt teltelstetettelstetetsteleteietstelsteiststelstuiststeleteietstelsteistteistetetstelstetetstetstetettelstietsteletetetstelsteistteisteiststelsteietsteletetsttelsteiststetstetetstetstutsttetstetetstetstetettetetalettetstetststetstetettetetelettetstetetstelstetettetets
2349773 .customl.ab1(1>740) -
(\L, ) VY
CGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCCGGCTAAA ACGGTGAAACCCCGTCTCTACTAAAACTACAAAAAATAGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCTAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCG
AluYa8_1.seq(1>281) —> cgggcggatcacgaggtcaggagatcgagaccatcccggctaaa-acggtgaaaccccgtctctactaaaactacaaaaaatagccgggcgtagtggegggcgectgtagtcctagetacttgggaggctgaggcaggagaatggcgtgaacccg
3%0 3?0 3?@ 3?0 3?0 3{0 3?0 3?0 4?0 4}@ 4%0 4?0 4?0 4?0 4?@
GGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAadaadaadaaaactataactgATTTGTGGTTAGCCCATGTCATAAGCCTTTAGGTTTTGTA
8_63344453_contig_1.seq(1>939) —>  GGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTATAACTGATTTGTGGTTAGCCCATGTCATAAGCCTTTAGGTTTTGTA
8_63344453_hg19_1.seq(1>602) e B et ietetietatietelietatiatatietetietaliateiietetaietetaietetainteiintetatntetatetetatnts ettt ittt ettt ettt ittt ittt L L E L E L L L) ATTTGTGGTTAGCCCATGTCATAAGCCTTTAGGTTTTGTA
2349773.customl.ab1(1>740) - —
N 2AN_X s
GGAGGCGGAGCTTGCANTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA
2349772 .custom2.ab1(1>206) «—
/A
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACTATAACTGATTTGTGGTTAGCCCATGTCATAAGCCTTTAGGTTTTGTA
AluYa8_1.seq(1>281) —> ggaggcggagcttgcagtgagccgagatcccgeccactgecactccagecctgggcgacagagcgagactccgtctea

Figure S$5.29



A.

C.

Contig 3
10_54008453_hg19_1.seq(1>520)

10_54008453_contig_3.seq(1>795)

2402204 .custom2.ab1(17>428)
2402204 . customl.ab1(5>185)
2384372.custom2.ab1(19>131)
AluYa5_1.seq(51>282)

B.

y not genotyped
sitelD: chr10_54008453
' sample sequenced: HGDP00992
Alu subfamily: AluYab

10 20 30 40 50 60 70 80 90 100 110 120 130 140 150 160 170
1 | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 1 1 1 1 1

CATCAAAACGTGAAATATTTTAACTATAATTGGTACTTCCCGTATATAGGGAAGTATATATTTAAGTGGATTTTGATGGTTAAAGAGAAAATTTCTACCATTTAAGATGAAACTTAAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCCGGCTAAAACGGTGAA

10_54008453_hg19_1.seq(1>300) —>  CATCAAAACGTGAAATATTTTAACTATAATTGGTACTTCCCGTATATAGGGAAGTATATATTTAAGTGGATTTTGATGGTTAAAGAGAAAATTTCTACCATTTAAGAT GAAACT TAA- — - - m o oo m oo oo oo
10_54008453_contig_3.seq(1>571) ¢—  CATCAAAACGTGAAATATTTTAACTATAATTGGTACTTCCCGTATATAGGGAAGTATATATTTAAGTGGATTTTGATGGTTAAAGATAAAATTTCTACCATTTAAGATGAAACTTAAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCCGGCTAAAACGGTGAA
2402204 .custom2.ab1(17>428) <~

CATCAAAACGTGAAATATTTTAACTATAATTGGTACTTCCCGTATATAGGGAAGTATATATTTAAGTGGATTTTGATGG G GAAAATT CATTTAA ATGAAACTTAAGGCGGGCGGATCACGAGGTCAGGAGATCGAGACCATCCCGGCTAAAACGG
AluYa5_1.seq(51>282) i QQCQQQCQQUtCUCQUQQtCUQQUQGtCQUQGCCGtCCCQQCtGUUGCQQtQGU

18[0 19|0 Z?O ZZ}O ZZIO Z?I'O 24}0 2?0 2(?0 ZZO 2§0 29|0 3?0 3]|.O 3Z|0 33|0 34}0

ACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTC
10_54008453_hg19_1.seq(1>300) I R
10_54008453_contig_3.seq(1>571) €— ACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTC
2402204 . custom2.ab1(17>428) —
2402204 .customl.ab1(5>172) -

I LAY WX\ ALYVA AL ) A A4
AAATTAGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTC
AluYa5_1.seq(51>282) —> accccgtctctactaaaaatacaaaaaattagccgggegtagtggcgggcegectgtagtcccagetacttgggaggctgaggcaggagaatggegtgaacccgggaggcggagettgcagtgagecgagatcccgecactgcactccagectgggcgacagagegagacte
) 3.?0 3?0 3{0 3{?0 39|0 4?0 4]|.0 42I0 4?:0 41}@ 45IO 46;:0 4?0 48I0 49I@ SGIO 52}0

CGTCTCAaaAAAAAAAAAAAAAaaaaamaaaaaagatgaaacttaaTATACTCATCCTATTAATTAAATACTATCAGTAATTAGTCAGGTAATAGCTATAAACAAAGTCGAGAGGTCTTTGCTGTAGATATGCAAACATAAAGTAACTGCCTTATAACTTTTGCGCCCTGT
10_54008453_hg19_1.seq(1>300) A il aan L L L b TATACTCATCCTATTAATTAAATACTATCAGTAATTAGTCAGGTAATAGCTATAAACAAAGTCGAGAGGTCTTTGCTGTAGATATGCAAACATAAAGTAACTGCCTTATAACTTTTGCGCCCTGT
10_54008453_contig_3.seq(1>571) €—  CGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAGATGAAACTTAATATACTCATCCTATTAATTAAATACTATCAGTAATTAGTCAGGTAATAGCTATAAACAAAGTCGAGAGGTCTTTGCTGTAGATATGCAAACATAAAGTAACTGCCTTATAACTTTTGCGCCCTGT
2402204 .customl.ab1(5>172) —> T —

CGTCTCAAAAAAAAAAAAAAAA
2384372.custom2.ab1(19>131) — .

AN A AN
AAAAAAAAAAAAAAAAAACAAAAAAGATGAAACTTAATATACTCATCCTATTAATTAAATACTATCAGTAATTAGTCAGGTAATAGCTATAAACAAAGTCGAGAGGTCTTTGC

AluYa5_1.seq(51>282) —> cgtctca

Figure S$5.30



A.

C.

B.

Contig 2 } , not genotyped
10_54395988_hg19_1.seq(1>755) [ >
10_54395988_contig_1.seq(1>705) } > .
2393666 custom2.ab1(18>168) —_— sitelD: chr10_54395988
2393666. customl.ab1(30>594) €mmmm e .
AluYa6_1.sea(1>282) O sample Seq.uenced. HGDPO00715
Alu subfamily: AluYg6
10 20 30 40 50 60 70 80 90

100
1

ula IZIG 1?:0 1‘}0 ISIO 1?0 1{0

TCTTTTGTATATTCTCTTTTGGAGAAATCMATCAAAAAAAGTGTTTTCTTCTGAATATAAAGTAAAACTACACTCATTTATGTTTAGATAGACACAAAGA

aaaactggrtatttyttttttttttTTTTTTTTTTTTTTtTGAGACGGAGTTTCGCTCTGTCGCCCAGGCT

10_54395988_hg19_1.seq(1>755) —>  TCTTTTGTATATTCTCTTTTGGAGAAATCCATCAAAAAAAGTGTTTTCTTCTGAATATAAAGTAAAACTACACTCATTTATGTTTAGATAGACACAAAGA - - - - - - - - - o o o oo oo oo oo
10_54395988_contig_1.seq(1>705) d AAAAACTGGGTATTTTTTTTTTTTTTTTITTTTTITTTTTTTTTGAGACGGAGTTTCGCTCTGTCGCCCAGGCT
2393666.custom2.ab1(18>168) i ——
AN A

TCTTTTGTATATTCTCTTTTGGA JAAATCAATCAAAAAAAGTGTTTTCTTCTGAATATAAAGTAAAACTACACTCATTTATGTTTAGATAGACACAAAGAAAAACTGGATATTTCTTTTTTTTTTTTTTTTTTTTTTTT

2393666.customl.ab1(30>594) «—
AV J‘“MMM JMALL A
TTTTTTTTTTTTTTTTGAGACGGAGTTTCGCTCTGTCGCCCAGGCT
AluYg6_1.seq(1>282) — tgagacggagtttcgctctgtcgcccagget
) 1z|m ) 19|0 Z@IB Z:}@ ZZIO 23:0 z:lw ZSIO 2(|30 270 2?0 29|0 3?0 3]|.@ SZIB 33;0 310

GGAGTGCAGTGGCGCGATCTCGACTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGTGTAGCTGGGACTACAGGCGCGCGCCACCACGCCCGGCTAA-TTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTC
10_54395988_hg19_1.seq(1>755) A e el ey - S
10_54395988_contig_1.seq(1>705) —>  GGAGTGCAGTGGCGCGATCTCGACTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGTGTAGCTGGGACTACAGGCGCGCGCCACCACGCCCGGCTAA-TTTTTGTATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTC
2393666.customl.ab1(30>594) ‘

UhuNMJmﬂM.mm.uWh‘m lmWMm M lhuh “t lmuuhm.uﬂmm TN mM“W“mmIWWMW .‘Uhﬂ‘

AGTGCAGTGGCGCGATCTCGACTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGTGTAGCTGGGACTACAGGCGCGCGC TATTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGG
AluYgb6_1.seq(1>282) — gagtgcagtggcgcgatctcgactcactgcaugctccgcctcccgggttcacgccattctcctgcctcagcctcccgtgtagctgggactacaggcgcgcgccaccatgcccggctaattttttgtatttttagtagugacggggtttcuccgtgttagccuggutggtc
) 35]0 3?0 3?0 3%0 3?@ 40|B 41|0 42|0 43|O 41&0 45|0 4(?0 4{0 42}0 4?0 5?0 5]|.0

TCGATCTCCTGACCTCGTGATCCGCCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCAAAACTGGATATTTCATGTTGAGATGGATTTTTTCCTTTCTAAATAATTTCTAAATTTATATTAAAGATTTTATAACTACATTGGCAAATA
10_54395988_hg19_1.seq(1>755) A AAAACTGGATATTTCATGTTGAGATGGATTTTTTCCTTTCtaaataatttctaaatttatattaaagattttataaCTACATTGGCAAATA
10_54395988_contig_1.seq(1>705) —>  TCGATCTCCTGACCTCGTGATCCGCCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCAAAACTGGATATTTCATGTTGAGATGGATTTTTTCCTTTCTAAATAATTTCTAAATTTATATTAAAGATTTTATAACTACATTGGCAAATA
2393666.customl.ab1(30>594) t ‘ —— ‘

CTGACC TC

AluYg6_1.seq(1>282) <~ tcgatctcctgacctcgtgqtccgcccgtctcggcctcccaaagtgctgggattacqggcgtgugccaccgcgcccggcc

Figure S5.31
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not genotyped
Contig 2 k |
12_80189324_hg19_1.seq(1>543) k
12_80189324_contig_1. (1>873) I i .
2384374.custgzz.;gl(lgig%) k SIteID' Chr1 2—801 89324
2404360. custom2.ab1(21>200) _— sample sequenced: HGDP001029
2384374 .custom2.ab1(20>219) mmmmmm e ————— - |
AluYb8_1.sea(1>289) | Alu subfamily: AluYb8
B . 10 20 30 40 50 60 70 80 90

100 110 120 130 140 150 160 170
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

CTTTTAAGTAGTACCAACAATCTAAGTAGTTAACTATCCTTAAAAATAATTTTTCTTATTTAACAACTCAGAAAACACAGTGATGATTTAAGGAATATGAAATCTAAGGCATATAAGAAATTATTAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG

12_80189324_hg19_1.seq(1>543) —>  CTTTTAAGTAGTACCAACAATCTAAGTAGTTAACTATCCTTAAAAATAATTTTTCTTATTTAACAACTCAGAAAACACAGTGATGATTTAAGGAATATGAAATCTAAGGCATATAAGAAAT TATTA- -~ - - - oo m s oo oo oo
12_80189324_contig_1.seq(1>873) —>  CTTTTAAGTAGTACCAACAATCTAAGTAGTTAACTATCCTTAAAAATAATTTTTCTTATTTAACAACTCAGAAAACACAGTGATGATTTAAGGAATATGAAATCTAAGGCATATAAGAAATTATTAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG
2384374 .customl.ab1(13>285) ad —

WA“M"I“ “‘“b““““h“ U&“umulmm“‘“mummm “hmh hmhmlm hmmhuundnAhhmuhm.uu, ... M AbAAIND

CTTTTAAGTAGTACCAACAATCTAAGTAGTTAACTATCCTTAAAAATAATTTTTCTTATTTAACAACTCAGAAAACACAGTGATGATTTAAGGAATATGAAATCTAAGGCATATAAGAAATTATTAGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG

AluYb8_1.seq(1>289) d ggccgggcegeggtggctcacgectgtaatcccageactttgggag
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340

TP P DO P DO PR DO PR DTN I PO I RO P TN PP DU P POTEN PN DETTY T DOTTE P DOTTE PRI DT PRTTS PETTY FITTe DOTTY I i

GCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGA

12_80189324_hg19_1.seq(1>543)
12_80189324_contig_1.seq(1>873)

N

GCCGAGGCGGGTGGATCATGAGGTCAGGAGATCGAGACCATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGA

2384374 .customl.ab1(13>285) d
2404360.custom2.ab1(21>200) —
WAL WS4V ALA L) Al WL
AAAAATTAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGA
AluYb8_1.seq(1>289) —> gccgaggcgggtggatcatgaggtcaggagatcgagaccatcctggctaacaaggtgaaaccccgtctctactaaaaatacaaaaaattagccgggegeggtggcgggcgectgtagtcccagetactcgggaggctgaggcaggagaatggegtgaacccgggaagegga
35|0 3(|30 3{0 3%0 35])0 4?0 4}0 4Z|0 43|0 411@ 45|0 4?0 4{0 4%0 4?0 5?0 5}0
GCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGACCCGGGCGACAGAGCGAGACTCCGTCTCAaaAAAAAAAAAAAAAAAAdaaaaaaaaaaaaraaaytaytaGTATGTATTTTTGGACACATTAAGAATACTATCAAGAATACTATCAAATAATGTATT
12_80189324_hg19_1.seq(1>543) A L L Lttt B B GTATGTATTTTTGGACACATTaagaatactatcaagaatactatcaaATAATGTATT
12_80189324_contig_1.seq(1>873) —>  GCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGACCCGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAATTATTAGTATGTATTTTTGGACACATTAAGAATACTATCAAGAATACTATCAAATAATGTATT
2404360. custom?2.ab1(21>200) = T —
570 580 590 600 610 620 630
1 L 1 L i L 1 L 1 L 1 i
TCCGTCTCAAA AAAA A A A TTATTAGTATGTATTTTTGG
e . AAGAAATTATTAGTATGTATTTTTGG
d TCCGTCTCAA TTATTAGTATGTATTTTTGG
‘ —> TCCGTCTCAAAAAAAAAAAAAAAAAAA
W M h JHII Il “l‘ ““ “l lM ‘ ‘ ‘“ hﬁh I, "
! [\l '-n A /m‘ Hor A\ Al AN n\HM 4! w‘ (ol hir A0 A.« ¢4 insertion n
CTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGACCCGGGCGACAGAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAA = P 0adna0cliocnctnacfescocon
2384374 .custom2.ab1(20>219) — :: TCCGTCTCAA A A
empty site
i |
F I g u re S 5 [ 32 AAAAAAAAAAAANAANAAAAAAAAAAAAAGAAACTACTAGTATGTCTTTTTGGACACATTAAGAATACTATCAAGAATACTATCAAATAATGTATT
AluYb8_1.seq(1>289) —> gcttgcagtgagccgagattgegecactgecagtccgecagtccggectgggegacagagegagactccgtcetea
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YAP_contig_1.seq(1>696) L L L L L L LY |
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TCAAAAGAACACGACGCCCTCCAGAATCATGGAMAATTATTCCRGGGCCAACTCCAACCAAGTTAAAGTTAAAACAGGTTTGATcttcttatgt-------- ttttttttttttt TTTTTTTTITTITT T tEttttttttTTTGAGACGGAGTCTCGCTCTGTTGCCCAGGCC

2335993.customl-2.ab1(1>159) —

YAP_contig_1.seq(1>696)
YAP_Hg19_1.seq(1>376)
2335993.custom2-2.ab1(3>417) —

LT

A\ AN,
TCAAAAGAACACGACGCCCTCCAGAATCATGGACAATTATTCCAGGGCCAACTCCAACCAAGTTAAAGTTAAAACAGGTTTGATCTTCTTATGTTATATTTCTTTTTTTTTTTTTTTTTTTTTTTTTTT

ATGGAGAATTtTTCCgGGGCCAACCCCAACCAAGTTAAAGTTAAAACAGGTTTGAT ---ttttttttttttttttttttttttttttttttttttttttttgagacggagtctcgetctgttgecccaggec
atggacaattattccagggccaactccaaccaagttaaagttaaaacaggtttgatcttcttatgt

ATl /\ A I
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTTGCCCAGGCC

YAP_pub_1994.seq(1>291) — tttgagacggagtctcgctctgtggcccaggcc
AluYb8_1.seq(1>289) — - tgagacggagtctcgctctgttgecccaggec
180 190 200 210 220 230 240 250 260 270 280 290 300 310 320 330 340
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
GGACTGCGGACTGCAATGGCGCAATCTCGGCTCACTGCAAGCTCCGCTTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTAGCCAGGAT
YAP_contig_1.s5eq(1>696) ¢— ggactgcggactgcaatggcgcaatctcggctcactgcaagectccgettectgggttcacgccattctcctgectcagectcccgagtagetgggactacaggegeccgeccaccgegeccggctaattttttgtatttttagtagagacggggtttcaccttgttagecaggat
YAP_Hg19_1.seq(1>376) e e e T et T

2335993.custom2-2.ab1(3>417) —

uMuuuulUmMULLmmmldnluuummulmdm‘lhm.hhMuJmhum,tudluum‘dmmdm.AAumwulmu.tml.lnmumuu,AMul

GGACTGCGGACTGCAATGGCGCAATCTCGGCTCACTGCAAGCTCCGCTTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCGCGCCCGGCTAATTTTTTGTATTTTTAGTAGAGACGGGGTTTCACCTTGTTAGCCAGGAT

ggactgcggactgcagtggcgcaatctcggctcactgcaagetccgettcccgggttcacgecattctectgectcagectcccgagtagetgggactacaggegeccgecaccgegeccggctaattttttgtatttttagtagagacggggtttcaccttgttageccaggat
ggactgcggactgcaatggcgcaatctcggctcactgcaagetccgettectgggttcacgecattctectgectcagectcccgagtagetgggactacaggegeccgecaccgegeccggctaattttttgtatttttagtagagacggggtttcaccttgttagccaggat

350 360 370 380 390 400 410 420 430 440 450 460 470 480 490 500 510 520
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

GGTCTCGATCTCCTGACCTCGTGATCCACCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCTATATTTCTTTATCTTCCCCTGCTATTGCTAGTCCTCTCCTTATTAACGTAACCAGGTCAAGTTGACCCCAAACTATTACCTTTGATGCT

YAP_pub_1994.seq(1>291) «—
AluYb8_1.seq(1>289) «—
YAP_contig_1.seq(1>696) —
YAP_Hg19_1.seq(1>376) b d

2335993.custom2-2.ab1(3>417) —

YAP_pub_1994.seq(1>291) «—
AluYb8_1.seq(1>289) «—

Figure S$5.33

ggtctcgatctcctgacctegtgatccacccgecteggectcccaaagtgetgggattacaggegtgageccaccgegecccggccTATATTTCTTTATCTTCCCCTGCTATTGCTAGTCCTCTCCTTATTAACGTAACCAGGTCAAGTTGACCCCAAACTATTACCTTTGATGCT
———————————————————————————————————————————————————————————————————————————————————— tatatttctttatcttcccctgctattgctagtcctctccttattaacgtaaccaggtcaagttgaccccaaactattacctttgatgct

uhmﬂ lmumuuﬂdmmhnblmmnmmtmhmmlukmx‘MumtnmutmwM Mh»twm RN

CTCGATCTCCTGACCTCGTGATC GGTCAAGTTGACCCCAAACTATTACCTTGA

ggtctcgatctcctgacctcatgatccacccgcctcggcctcccaaagtgctgggattacaggcgtgagccaccgcgcccggcc
ggtctcgatctcctgacctegtgatccacccgectcggectcccaaagtgetgggattacaggegtgagecaccgegeccggec



