
Figure. S1

Treatment Group
Unique Mapped 

Reads
Total

Reads

Veh Input 16,743,814 22,029,930

FGF19 Input 17,849,172 23,247,293

Veh Shp 17,968,561 32,763,382

FGF19 Shp 16,301,598 25,068,418
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Figure. S3
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Sterol biosynthetic pathway

GO analysis of SREBP2 and SHP (Veh / FGF19) shared binding
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