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Supplementary Figure 4. Regulatory circuitry of ERAD and IRE1α and elevated inflammation in Sel1L-
deficient cells.

Colony 
No. Mutation Sequencing

22 Xbp1 1bp deletion GCTCATGGTACCCGGTCCGCGGG
GCTCATGGTACCCGGT-CGCGGG

30 Xbp1 1bp deletion GCTCATGGTACCCGGTCCGCGGG
GCTCATGGTACCCG-TCCGCGGG

32 Xbp1 1bp insertion, 
2 mutations

GCTCATGGTACCCGGTCC-GCGGG
GTTCATGGTATCCGGTCCCGCGGG

33 Xbp1 1bp insertion, 
11 mutations

GCTCATGGTA-CCCGGTCCGCGGG
ACATAGGGAGGTCTAGCTCGCGGG

49 Ire1a 1bp deletion CTTGTTGTTTGTCTCGACCCTGG
CTTGTTGTTTGTCTCG-CCCTGG

60 Ire1a 2bp deletion CTTGTTGTTTGTCTCGACCCTGG
CTTGTTGTTTGTCTC--CCCTGG

68 Ire1a 2bp deletion, 
1 mutation

CTTGTTGTTTGTCTCGACCCTGG
CTTGTTGTTCGTCTCGA--CTGG

73 Ire1a 5bp deletion CTTGTTGTTTGTCTCGACCCTGG
CTTGTTGTTTGTC-----CCTGG
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