Categories:

ND=Neural development

AP=ApOptosis

Cs=Cell survival/Cell Death
c

entrosome/cilia

lobal transcriptional regulators
1l polarity/adhesion

rowth and proliferation, cellular development,

cell morphology

Genes

GenelD _FC___ PValue FDR___ Category |

Topzb 10514 3.10856-06 0.0007642 ND, GR, GP

Kif4 3067 L7418614 249611  ND,CN

Metrnl 2842 210M4E-16 413613

Sponl 1563 11224616 252613  ND

Abcgl 1106 3221611l 364608 GP

Crlll 872 27918605 0.0047746

Fad2 852 44397608 241605  ND

Fam72a  7.78  0.00014272 00166332  AP,CS

Sit7 727 29656618 LOIE14 AP, GR

Semaic 630 43524605 0.0066528 ND,CS

Coll 685 27966806 00007363

Nfkbl  6.64 2865610 282607  ND,CS

Fam7ld  5.56  9.9%1E11 L0407

sst 548 7.7761E18 20414 ND,AP,CS

Pcbp2 481 22846E24 180E20  CS

StxbpS 417 0.0004042 0.0352013  ND

Candl 339 0.00030707 0.0287589  GP

Dgkd 381 57558608 302605

Pleg2 344 44952605 0.0067481 ND,CS

Map3k12 3.36 94342620 4S5E-16 ND,GP,CS

Tspanz 334 77429609 5.80E-06

Lmo2 333 118SIE06 0.0003665  CS

2Mp772 331 0.00053759 0.0428055

Sezfl  3.20 0.00054632 0.0431948

Ctse 319 B4%2BE06 0.0017582 AP, CS

Ppat 306 19726612 25909

Ctonal 291 3613308 203605  ND,CS

Adora3 289 7.1488505 00097808  AP,CS

Ndfip2 285 0.00010347 0.0129208 ND,AD

Bcl2ald 280 000034932 0.031587  CS

Srgap2 278 3.6369E:07 0.0001547  ND

Samdl4 266 0.00011821 0.0141982

Ttad 265 000050188 0.0412986  ND

Slc22a7 255 0000625 0.047278

Glyctk 252 15933E-05 0.0030958

Adiporl 248 59137607 0.0002215  AD

Kenmb2 244 4.4675E-07 0.0001802

CybSrL 240 3.0379E-09 252606

Epha3 239 20713609 181606  AD,GP

Oca2 235 775606 0.001525%  CS

Cede12s 229 3.65396-05 0.0059268

Rassfs 229 12797608 9.1SE-06

Ryk 229 000053152 0.0427003  ND

Nat6 221 BSI9E07 0.0002979  CS

Dnajcl3 216 20008607 917605  GP

Mafl 216 0.00053867 0.0428055

Cede125 200 2031605 0.000581

Cngal 209 20292605 0.0036281

Sultsbl 207 24704£-07 0.000108

Cdkis 206 000042705 0.035916  ND

Nipall 206 8S71E-06 0.0017112

Fad3 204 27708606 0.0007363  ND

Frem2 198 0.00019458 0.0207103 ND,AD

Ablim2 196 2807806 0.0007363  ND

H2DMa 134 2235608 140E05  CS,AD

St18 152 L370BE-06 0.0004069  GP

W2 191 253SE12 307609  ND,GP

Thtpa 188 2376106 0.0006559  GP

Enthdl 188 3.988E-05 0.0009507

Tomd 185 S514E07 00001973 S

Wfyl 181  3.66286-06 0.0008866

Plaglzb 172 S6I95E-10 520607  AP,GP

Nts 169 67079605 00092581  CS

Itgad 168 20409607 9.17E-05 ND,CSAD

Nars2 168 0.00067594 0.0496975

Crebs 166 0.00022072 0.0228472

Cardla 165 43IAE0S 0.0066528  GP

Secisbp2 165  6.8527E:06 0.0014975  GP

Ube2e2 164 0.00061625 0.0470684  GP

Erbb4 164 4STIBE05 0.0067891 AD,GP

Himl 163 6.6331E-06 0.0014699

Utplll 159 9.0805€-07 0.0003106

Fafl 157 30286606 0.0007642 AP, GP

Gl 156 S67SE05 0.0079737  AD

Dock3 156 53405606 0.0012541 ND,CS

Pisd-ps2 153 2.0075€:05 0.0036281

lcfs 152 0.00016857 0.0185447

Chd2 151 2529605 0.0044089  ND
Genes

GenelD FC___ PValue FDR___ Category |

Cldns 152 14929605 0.0029362 AD,GP

Abcagb  -153 43552605 00066528

Vsigh 154 83339607 0.0002979

Hbpl 154 000059337 0.046218  GP |

Svepl LS5 26439605 0.0045714

CYpafl7 165 BOTIE0S 3S4E05

Ints7  -L67 0.00025085 0.024823

AbIL -169 3.081SE06 00007642  AD, GP

Elaz 171 000017755 0.01%734  ND

Pladg7 174 23185608 140E-05

Rnfal 176 28642605 0.0048458  CS

Dhx30 187 3225618 LOIE14  ND

Rassfl 204 B2S8E-08 3.94E-05

Msda3 214 0.00025516 0.0249357

Apob 227 L8S01E05 00035403  CS

Gatad2b 232 3.7B66E-09 298E-06  ND

Collsal -245 18787615 32812

Mepla 271 133E0S 0.0026579  CS

Tusc2 295 37536607 0.0001554 AP

ApS <313 25418608 143605

Pepall 429 4S033E-05 0.0067481

Pocla 435 2801657 441ES3  CN



