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Figure S2. Identification of GSDMD by MS and characterization of RAW-asc derived cells. A. Peptide
information of GSDMD identified by quantitative MS analysis. Peptide sequences, modifications, charges and
mz were showed. Ide_score means iprophet probability, and swath_score means the probability of the
peptide existing in the SWATH-MS file. The time-dependent increase in the amounts of these peptides in
NLRP3 immuno-complex was revealed by Group-DIA and the data of xxxxxxx peptide is showed in Fig. 1A. B.
Gene deletion of Nlrp3, Casp1, Gsdmd in RAW-asc cells and reconstitution of GSDMD expression in Gsdmd-/-

RAW-asc cells were confirmed by immunobloting with corresponding antibodies.


