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Supplementary Figure S1. The qRT-PCR analysis of ESRRA, WT1 and STIL expression in 
SCC084 cells transfected with siRNAs targeting ESRRA and WT1. Note, SCC084 cells transfected 
with ESRRA siRNA show a significant knock down of ESRRA. siRNA targeting WT1 was used as a 
control. *, p<0.05; and ns, non-significant.  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
 

Supplementary Table S1. Details of clinicopathological features of patients and molecular data.  
 

Sl.# Pt 
(sample) 

# 

Age 
(yr)/Sex 

Site of the 
tumor 

TNM Tob/Alco/ 
Bet/Smok 

usage

ESRRA 
(amplification) 

ESRRA(mR
NA) 

ESRRA 
(Protein) 

1 9 45M Tongue- 
anterior 2/3 

T4N2M0 Chronic Tob 
chewing 

Yes Up Up  

2 63 40F BM T4aN1MX Chronic Tob 
chewing 

Yes Up Up  

3 92 50F BM T4N2bM0 Chronic Tob 
chewing 

Yes        Up  Up  

4 149 50M BM T4N2cMx Tob chewing No Up Up 
5 152 65F BM T4N1M0 Tob chewing No  Up Up 
6 162 55F BM T2N0M0 Chronic Tob 

chewing
No  Up Up 

7 172 57F BM T3N0M0 Chronic Bet 
chewing 

No  Up Up 

8 184 38M Tongue- 
anterior 2/3 

T2N0M0 No Yes  Up Up 

9 185 56M BM T3N0M0 No No  Down N/D 
10 187 83M BM T2N1M0 Chronic 

Smok 
No  Up Up 

11 188 33M Tongue, 
anterior 2/3 

T4N0M0 No Yes  Up Up 

12 194 48F GBS T4N2bM0 Chronic Tob 
chewing 

No  Down Down 

13 197 59M BM T2N0M0 Smok and 
Alco 

Yes  Up Up 

14 199 50M BM T4N2M0 Tob chewing No  Down No 
change 

15 204 70M BM T3N1M0 Chronic Tob 
chewing 

No  Up N/D 

16 206 44M Tongue-
anterior 2/3 

T3N2bM0 Chronic Tob 
chewing 

No  Up Up 

17 211 65M BM T2N0M0 No No  Up N/D 
18 213 37M Tongue, 

anterior 2/3 
T3N0M0 No No Up Up 

19 215 65F BM T2N1M0 No No  No change N/D 
20 217 45F BM T3N1M0 Chronic Bet 

chewing 
No Up  N/D 

21 219 68M BM T3N2bM0 Chronic Tob 
chewing 

No Up Up 

22 227 227 BM 
 

T1N1M0 Tob chewing 
and Smok 

No  No change N/D 

23 228 54F BM T2N0M0 Tob chewing No  Down N/D 
24 233 50F BM T2N0M0 

 
Tob chewing No  Up Up 

25 234 58M Tongue, 
anterior 2/3 

T2N0M0 Bet and 
Betel quid 
chewing 

No Up N/D 

Abbreviations: Pt#, patient number; M, male; F, female; BM, buccal mucosa; GBS, gingivo-buccal sulcus; 
TNM, tumor node metastasis; Tob, tobacco; Alco, alcohol; Bet, betelnut; Smok, smoking; yes, amplified; no, 
not amplified; up, upregulated; down, downregulated; and, N/D, experiment not done. 

 

 



 
 

Supplementary Table S2. Details of primers used in qPCR and qRT-PCR. 

Gene Sequence (5´ to 3´) Amplicon 
size (bp) 

Annealing 
temperature 

(0C) 

Reference 

ESRRA F: CGAGAGGAGTATGTTCTAC 
R: TGCAGAGCTTCTCGCAGCT 

110 59  

GAPDH F:GAAGGGTGAAGGTCGGAGTC 
R:GAAGATGGTGATGGGATTTC 

226 60  

WNT11 F: GGACACAAGACAGGCAGTGCA 
R:CCTCACTTGCAGACATAGCG 

190 60  

OPN F:AGACCTGACATCCAGTACCCTG 
R:GTGGGTTTCAGCACTCTGGT 

189 60  

WT1 F:TCTTGTACGGTCGGCATCTGAG 
R:GTTCACAGTCCTTGAAGTCACAC 

158 58  

 STIL F:CTTAAGCAACTAAGAAGCCTTGGAG 
R: GCCTCCATGCTCAAATCCACACCA 

197 49 1 

miR-125a 
 
 

RT6-miR-125a: 
TGTCAGGCAACCGTATTCACCGTGAGTGG
TTCACAG   
Short-miR-125a: 
CGTCAGATGTCCGAGTAGAGGGGGAACG
GCGTCCCTGAGACCCTTTAACC 
 
MP-F: TGTCAGGCAACCGTATTCACC 
MP-R: CGTCAGATGTCCGAGTAGAGG 
 

       86        56  
 
 
 
 
 
 
         2, 3 

5S RNA F:GCCCGATCTCGTCTGATCT 
R:AGCCTACAGCACCCGGTATT 

       110        60 
 

         3 

 
Abbreviations: F, forward primer; and R, reverse primer. 

 

 

Supplementary Table S3. Details of primers used in cloning. 
 

Construct Cloning vector Sequence (5´ to 3´) Amplicon 
size (bp) 

Annealing 
temperature 

(0C) 
pESRRA pcDNA3.1(+) F: TAGCAAGCTTATGTCCAGCCAGGTGGTGGGCATTG 

                 Hind III 
R:TGACGAATTCGAGGAGAGGGCGTGGGGCCTGTTC 
                  Eco RI 

1432 52 

Abbreviations: F, forward primer; and R, reverse primer. 
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