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Figure 1: AUROC and AUPRC graphs for the SynTReN EColi dataset with noise level 0.0. The three columns of graphs represent results obtained with different
numbers of genes in the dataset (100, 150 and 200, from left to right). Each graph represents box plots for (from left to right) Borda, TopK, 1VI with §=0.005,
GENERE with 6=0.005 and V € {1,2,3,4,5}, 1VI with §=0.01, GENERE with §=0.01 and V € {1,2,3,4,5}. The views are obtained with PCA. The boxplots for
GENERE depict the distribution of AUROC/AUPRC values obtained by varying the number of iterations in [1,30]. The boxplots for TopK depict the distribution
of AUROC/AUPRC obtained by varying the value of k in [1,20].
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Figure 2: AUROC and AUPRC graphs for the SynTReN EColi dataset with noise level 0.1. The three columns of graphs represent results obtained with different
numbers of genes in the dataset (100, 150 and 200, from left to right). Each graph represents box plots for (from left to right) Borda, TopK, 1VI with §=0.005,
GENERE with 6=0.005 and V € {1,2,3,4,5}, 1VI with §=0.01, GENERE with §=0.01 and V' € {1,2,3,4,5}. The views are obtained with PCA. The boxplots for
GENERE depict the distribution of AUROC/AUPRC values obtained by varying the number of iterations in [1,30]. The boxplots for TopK depict the distribution
of AUROC/AUPRC obtained by varying the value of k in [1,20].
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Figure 3: AUROC and AUPRC graphs for the SynTReN EColi dataset with noise level 0.5. The three columns of graphs represent results obtained with different
numbers of genes in the dataset (100, 150 and 200, from left to right). Each graph represents box plots for (from left to right) Borda, TopK, 1VI with §=0.005,
GENERE with 6=0.005 and V € {1,2,3,4,5}, 1VI with §=0.01, GENERE with §=0.01 and V' € {1,2,3,4,5}. The views are obtained with PCA. The boxplots for
GENERE depict the distribution of AUROC/AUPRC values obtained by varying the number of iterations in [1,30]. The boxplots for TopK depict the distribution
of AUROC/AUPRC obtained by varying the value of k in [1,20].



AUROC-100 AUROC-150 AUROC-200

0.9
-+ H —_— e —— T
— = i - — = 1 - - I — ¢ ==
1 0.8 T
i] 0.75
0.7
-
0.6
0.5 0.50
0.4
0.3
0.25
@ ¥ W o & ® § 1 o <o o o s 1 @ ¥ W o &N ® § 1w o4 o N o F © ¥ W o o ® § 1 o «H o o S 1o
S s Q | ! I 1 I o | | I i | S s 9 | I I 1 I o | | I ) I S s 9 I I I 1 I o | | | I I
2 2 & w w w W W 5 oS o oA A o 2 g2 & 1w wvw w Ww v S A oA oA A A € g8 @ w w w Ww Ww 5 o oG oA oS o
s 2 3 © o © o o g S © © & o 5 & 5 © © © o o g S & © & o s 3 © 9o © o o T o © ©o o g9
@ 8 8 5 & 5 4L 3 5 3 5 o [ £ 8 ¢ 8 8 & &L 5 5 5 5 o [ 8 8 ¢ 8 58 4 5 5 8 5 o
— -~ -
AUPRC-100 AUPRC-150 AUPRC-200
0.5
— : ’
A q 4 ——_ . g d :
0.5 $ 0.5 —_— —— d . 1
1 E . 4 -
4 1 4 1 ——
. . - o= d d 0.4 —— : é
— §
0.4 1 . | 0.4 —
= 0.3
ey —
é-ﬁ 1 0.3
03 1 -
— ——
—_—
0.2
0.2
0.2
0.1 0.1
0.1
© v v — N oS 0 = -~ ™ < [ © 3 [T o ™ T = L I N ) < 0 © v 0 o [N} ™ < 0 o — N o 0
- <% f=3 I | | ) I o | | I | | - o =3 1 ) | 1 ) o | | | ) | - <% o 1 ) I ) 1 o | | | ) [}
=4 S & w Ww Ww W W 5 o o oA oS o =4 S & w Ww Ww W Ww 5 o9 o oA oS o 2 S & w Ww Ww W Ww g o oG oS o o
S L& 5 © o o © o 7 S © o o o s Q& S5 © o o © o T S © ©o o 9 S & S5 © o o o o T S © ©o o o
o I 2 2 2 2 2 5 o 8 o o o a I 2 2 2 2 2 5 5 © o o o o I 2 2 2 2 2 5 o © o o o

Figure 4: AUROC and AUPRC graphs for the SynTReN Yeast dataset with noise level 0.0. The three columns of graphs represent results obtained with different
numbers of genes in the dataset (100, 150 and 200, from left to right). Each graph represents box plots for (from left to right) Borda, TopK, 1VI with §=0.005,
GENERE with 6=0.005 and V € {1,2,3,4,5}, 1VI with §=0.01, GENERE with §=0.01 and V' € {1,2,3,4,5}. The views are obtained with PCA. The boxplots for
GENERE depict the distribution of AUROC/AUPRC values obtained by varying the number of iterations in [1,30]. The boxplots for TopK depict the distribution
of AUROC/AUPRC obtained by varying the value of k in [1,20].
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Figure 5: AUROC and AUPRC graphs for the SynTReN Yeast dataset with noise level 0.1. The three columns of graphs represent results obtained with different
numbers of genes in the dataset (100, 150 and 200, from left to right). Each graph represents box plots for (from left to right) Borda, TopK, 1VI with §=0.005,
GENERE with 6=0.005 and V € {1,2,3,4,5}, 1VI with §=0.01, GENERE with §=0.01 and V' € {1,2,3,4,5}. The views are obtained with PCA. The boxplots for
GENERE depict the distribution of AUROC/AUPRC values obtained by varying the number of iterations in [1,30]. The boxplots for TopK depict the distribution
of AUROC/AUPRC obtained by varying the value of k in [1,20].
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Figure 6: AUROC and AUPRC graphs for the SynTReN Yeast dataset with noise level 0.5. The three columns of graphs represent results obtained with different
numbers of genes in the dataset (100, 150 and 200, from left to right). Each graph represents box plots for (from left to right) Borda, TopK, 1VI with §=0.005,
GENERE with 6=0.005 and V € {1,2,3,4,5}, 1VI with §=0.01, GENERE with §=0.01 and V' € {1,2,3,4,5}. The views are obtained with PCA. The boxplots for
GENERE depict the distribution of AUROC/AUPRC values obtained by varying the number of iterations in [1,30]. The boxplots for TopK depict the distribution
of AUROC/AUPRC obtained by varying the value of k in [1,20].



AUROC-D5InSilico AUROC-D5Ecoli AUROC-D5Yeast
0.83- —_——

— 5 = __ = = 0.54- = 5=
0.70 - =
0.81- 1 ?
— 0.53-
I [ 0.65- —
0.79- =
0.52 -
0.60 -
0.77-
0.51-
@ ¥ B o N ® § v o o N ©® F @ ¥ W o &N ® § 1w o4 o N o F @ ¥ O 0+ o ® S 1 A o N o ¥
S s 9 | I ! 1 I o | | I I I S s 9 | I I 1 I o | | I ) I S s 9 I I I 1 I o | | | | I
g § & w w o w W W S o9 o9 o o o 2§ & w w o w o w w5 o9 o9 o o o 2 8§ & w w w o w w5 o9 oA oA oA o
s £ S5 © © ©o ©o o 7 o © © o o s L 5 © © ©o ©o o 7 © © ©o o o s L2 S5 © © © ©o o T o © o o o
@ 2 2 2 9 9 &£ 5 5 5 5 o @ ¢ 2 2 2 9 ¢ 5 5 5 5 o @ 7 2 2 S 2 3 5 5 6 o o
— — —
-D5InSilico - coli -D5Yeas
AUPRC-D5InSil AUPRC-D5Ecol AUPRC-D5Yeast
0.33-
0.11-
0.026-
0.30-
0.10-
=
. -_—— — —
o 0.024-
oz S M Lo - 000 A .
. . E . —_— . . e =
7 0.022-
0.08-
0.24- gg
0.020-
0.07-
0.21-
¢ ¥ © o o o & v oA < N ® < ¢ x O o o ™ & 1 oA <« N ® F @ ¥ W o o o F 1w o oG N ™ ¥ 10
k<] =% o I ) I I i o | | | | [} - o o I ) I ) i o | | | | [} - =% o I ) 1 ) i o | | | ) [}
<4 g © w Ww Ww Ww W 5 d4 oG o od o <4 S & w Ww Ww W W 5 9 o od A o E & © w w w w Ww 5 o oA o oA o
S £ S o 9o 9© 9o o 7 o © o o o© s £ S o 9o 9 o 9 ; S © ©o o o S £ S5 o © o o 9 7 S ©o o © o
@ I 2 2 2 2 2 35 o o o o o @ I 2 2 2 2 2 5 o © o o o @ I 2 2 2 2 2 5 © o o o o

Figure 7: AUROC and AUPRC graphs for the DREAMS5 datasets. The three columns of graphs represent results obtained on D5InSilico, D5EColi and D5Yeast,
from left to right. Each graph represents box plots for (from left to right) Borda, TopK, 1VI with §=0.005, GENERE with 6=0.005 and V € {1,2,3,4,5}, 1VI with
6=0.01, GENERE with §=0.01 and V € {1,2,3,4,5}. The views are obtained with PCA. The boxplots for GENERE depict the distribution of AUROC/AUPRC
values obtained by varying the number of iterations in [1,5]. The boxplots for TopK depict the distribution of AUROC/AUPRC obtained by varying the value of k
in [1,20].



