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Human cyclovirus 7078A

1B

[ YP009051962.1 capsid protein Human circovirus VS6600022

L v 009021878.1 capsid protein Fur seal taeces associated circular DNA virus
YP 008798238.1 VP1 Gyrovirus Tu243

'YP 006576517.1 VP1 Gyrovirus 4

NP 056775.1 nucleocapsid protein Chicken anemia virus

YP 008798241.1 VP1 Gyrovirus Tu789

YP 005454312.1 VP1 Gyrovirus GyV3

YP 004564625.1 VP1 protein Human gyrovirus type 1

YP 0043760205.1 putative nucleocapsid Avian gyrovirus 2

YP 009000901.1 putative capsid protein Anguilla anguilla circovirus

YP 008130364.1 capsid protein Human cyclovirus VS5700009

'YP 009047066.1 capsid protein Cyclovirus VN

YP 004152328.1 Cap protein Cyclovirus PKgoat21/PAK/2009

'YP 009021848.1 putative capsid protein Dragonfly cyclovirus 3

YP 009021894.1 capsid protein Dragonfly cyclovirus 1

'YP 009021844.1 putative capsid protein Dragonfly cyclovirus 4

YP 009021849.1 putative capsid protein Dragonfly cyclovirus 2

SAF capsid

YP 009021871.1 capsid protein Human cyclovirus

YP 007392930.1 putative capsid protein Florida woods cockroach-associated cyclovirus

YP 009021842.1 putative capsid protein Dragonfly cyclovirus 5

YP 004152330.1 Cap protein Cyclovirus PKgoat11/PAK/2009
YP 004152332.1 Cap protein Cyclovirus bat/USA/2009

YP 004152334.1 Cap protein Cyclovirus NGchicken15/NGA/2009
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Propionibacterium phage P14.4

2B

\YP 008410679.1 major capsid protein
'YP 009013102.1 gp7 Mycobacterium phage Avani

NP 817980.1 gp7 Mycobacterium phage Che9d

'YP 009009664.1 capsid protein Mycobacterium phage Jolie2

YP 655524.1 gp7 Mycobacterium phage Halo

'YP 008129762.1 capsid protein Mycobacterium phage Leo

YP 001936035.1 capsid protein Mycobacterium phage BPs

'YP 009013736.1 gp7 Mycobacterium phage Liefie

YP 002941865.1 gp7 Mycobacterium phage Angel

'YP 008320030.1 hypothetical protein DNAIII 007 Mycobacterium phage DNAIII

YP 008129762.1 capsid protein Mycobacterium phage Leo

- GA capsid

IYP 008531777.1 putative major head protein Propionibacterium phage PHLO37M02
'YP 006906593.1 capsid Propionibacterium phage P1.1

YP 004414711.1 Gp6 Propionibacterium phage PAS50

YP 001285582.1 gp6 Propionibacterium phage PA6

'YP 006907135.1 putative capsid Propionibacterium phage P100D

'YP 004414757.1 Gp6 Propionibacterium phage PAD20

'YP 006906032.1 capsid Propionibacterium phage P9.1

YP 006906778.1 putative capsid Propionibacterium phage P104A

'YP 008531912.1 putative major head protein Propionibacterium phage PHL111MO01
IYP 0081531686.1 putative major head protein Propionibacterium phage PHLO71NO5
|YP 008531550.1 putative major head protein Propionibacterium phage PHL112N0O
IYP 006906452.1 capsid Propionibacterium phage P14.4

'YP 008531731.1 putative major head protein Propionibacterium phage PHLO60LOO
YP 008531868.1 putative major head protein Propionibacterium phage PHL113M01
YP 006906546.1 putative capsid Propionibacterium phage P101A

IYP 006906499.1 putative capsid Propionibacterium phage P100 1

IYP 008531596.1 putative major head protein Propionibacterium phage PHLO67M10
[YP 006907003.1 putative capsid Propionibacterium phage P105

IYP 006906902.1 putative capsid Propionibacterium phage ATCC29399B T

|YP 006906407.1 putative capsid Propionibacterium phage P100 A

|YP 008531641.1 putative major head protein Propionibacterium phage PHLO10M04
'YP 008531822.1 putative major head protein Propionibacterium phage PHL114L00
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