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cellular organisms (Co) Bacteria

(Ba)

Eukaryota
Acanthamoeba (Euk, Amoebozoa)
Leotiomyceta (Euk, Fungi)

Proteobacteria (Bac)

(Pr)

Gammaproteobacteria (Bac)

(Ga)

Boreoeutheria (Euk, Fungi)

Exophiala (Euk, Fungi
Rickettsiella (Bac
Claviceps (Euk, Fungi)

Catarrhini (Euk, Primates)

Simiiformes (Euk, Primates

Enterobacteriaceae (Bac

Pseudomonas (Bac)
Alphaproteobacteria (Bac)

Homo (Euk, Primates)

unclassified viruses

nonPMA: SAF + GA (n=6)

Bacillus (Bac

Ruminiclostridium (Bac)
unclassified Circoviridae (Vir) (Uc) Staphylococcus (Bac)

Gardnerella (Bac)

Propionibacterium (Bac)

I
B A & F& mEm
GA: PMA + nonPMA (n=6)
.
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GA_nonPMA (n=3)
Ba Bo




