S1 Fig. Alignment of rbcS-1 and rbcS-2 cDNA sequences from Tragopogon dubius, T.

pratensis and other Asteraceae representatives along with protein translation for both
genes. The conserved hexadecapeptide motif (YYDGRYWTMWKLPMFG) is indicated in red

text.
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60
AATGGCTTCCATCTCCTCCTCCGCGGTCGCCACCGTCAACCGGACCACCGCCGCTCAAGC
M A ST SSS AV ATVNR RTTAAZ QA

AATGGCCTCCATCTCCTCCTCAGCCATCGCCACCGTCAACCGGACCACCTCCACCCAAGC
MAS 1T SSSAI ATVNRTTSTOQA
AATGGCTTCGATCCCCGCTACCGT---CGCCACCGTCGC-——========———- TCAAGC

M A S 1 P ATV AT V A Q
AATGGCTTCGATCTCCTCCACCGT———CGCCACCGTCAGCCGGGCCGCCCCCGCTCAAGC
M A S 1 S S TV AT V SR AAPADQA
AATGGCTTCGATCTCCTCCACCGT---CGCCACCGTCAGCCGGGCCGCCCCCGCTCAAGC
M A S 1 S S TV AT V S R AAPAQA
AATGGCTTCGATCTCCTCCTCAGT---CGCGACCGTTAGCCGGACCGCCCCTGCTCAGGC
M A S 1 S S SV AT V SR TAPADQA

120
CAGCATGGTGGCTCCGTTCACCGGTCTCAAGTCTTCCGCCGCTTTCCCAGTCACCAAGAA
S MV APFTSGLIKSSAAFUPVTKHK

TAGCTTGGCAGCTCCATTCACCGGCCTCAAGTCTAACGTAGCTTTCCCAGTTACCAAGAA
S LAAPFTGLIKSNVAFZPVTKK
CAACATGGTGGCTCCGTTCACCGGTCTTAAGGCCAATGCTGCCTTCCCCGTCACCAAGAA
NMV APFTGLIKANAATFUPVT KK
CAACATGGTCGCCCCGTTCACCGGTCTTAAGTCCAACGTCGCCTTCCCCGCCACCAAGAA
NMV APFTGLIKSNVAFZPAT KK
CAACATGGTCGCCCCGTTCACCGGTCTTAAGTCCAACGCCGCCTTCCCCGCCACCAAAAA
NMV APFTGLIKSNAATFZPA AT KK
CAACATGGTGGCTCCGTTCACCGGCCTTAAGTCCAACGCCGCCTTCCCCACCACCAAGAA
NMV APFTGLIKSNAAFZPTT K K

180
GGC---CAATGACTTTTCCTCCCTTCCCAGCAACGGTGGAAGAGTGCAGTGCATGAAGGT
A NDFSSLPSNU GG GRVQCMKV

GGCTAACAATGACTTTTCATCCCTACCCAGCAACGGTGGAAGAGTACAATGCATGAAGGT
AANNDF S S L P S NG G RV C M K V
GGT---CAACGACTTCTCCACCCTTCCCAGCAACGGTGGAAGAGTGCAATGCATGAAGGT

\ ND FSTULPS NGO GR YV cC M K V
GGC---TAACGACTTCTCCACCCTTCCTAGCAACGGTGGAAGAGTGCAATGCATGAAGGT
A NDFSTLWPSNG GG RV QCMKV
GGC---TAACGACTTCTCCACCCTTCCCAGCAACGGTGGAAGAGTGCAATGCATGAAGGT
A ND FSTULPS NGO GR YV cC M K V
GGC---TAACGACTTCTCCACCCTTCCCAGCAACGGTGGAAGAGTTCAATGCATGAAGGT
A NDFSTLWPSNG GG RV QCMKV
240
GTGGCCACCAATTAACATGAAGAAGTACGAGACTCTTTCGTACCTACCACCATTGTCCGA
w PP I NMKIKYETILSYLPUPL SE

GTGGCCACCAATTGGGTTGAAGAAGTACGAGACTCTTTCATACCTACCACCATTGTCCGA
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w PP 1 GL K KYETTULSYLUPUPL SD
GTGGCCACCACTTGGAAAGAAGAAGTACGAGACTCTTTCATACCTTCCAGACCTAACTGA
w P P L G KKK Y ETULSY L P DULTE
GTGGCCACCACTTGGAAAGAAGAGGTACGAGACTCTTTCATACCTTCCAAATCTAACTGA
WP PLGI K KRYETTULSYLUPNTLTE
GTGGCCACCACTTGGAAAGAAGAAGTACGAGACTCTTTCATACCTTCCAAATCTAACTGA
WP PLG KK KY ETULSY L PNTULTE
GTGGCCACCACTTGGATTGAAGAAGTACGAGACTCTCTCATACTTACCACCACTAACTGA
wPPLGL K KYETTULSYLUPUPLTE

300
AGCCTCATTGGCTAAGGAAGTCGACTACCTTCTCCGCAACAAGTGGGTTCCTTGTTTGGA
AAS L AKEVDYLILIRNIKWVZPCTLE
———————— GGTCTAAGGAAGTTGACTACCTTCTCCGC-ACAAATGGGTTCCTTGCCTAGA

v * G S * L P S PHI KWV P CLE
————————————————————————————————— CCGC-ACAAATGGGTTCCTTGCCTAGA
P H K WV P C L E
CGAGGCATTGTCTAAGGAAATCGACTACCTTATCCGCAACAAGTGGATTCCATGCTTGGA
E ALSKETI1l DY LI RNIKWTI PCILE
GGTCCAGTTGGCTAAGGAAGTCGACTACCTGCTCCGCAACAAATGGGTTCCTTGTTTGGA
vV Q LAKEVDYULILRNIKWVZPCILE
GGCCCAGTTGGCTAAGGAAGTCGACTACCTCCTCCGCAACAAATGGGTTCCTTGTTTGGA
AQ L AKEVDYLULIRNIKWVZPTCTLE
GGCCCAGTTGGCTAAGGAAGTCGACTACCTCCTCCGCAACAAATGGGTTCCTTGTTTGGA
AQ L AKEVDYLILIRNIKWVZPTCTLE
AACTCAGTTGGCTAAGGAAGTCGACTACTTGCTCCGCAAAAAATGGGTTCCTTGTTTGGA
T QL AKEV DY LULRIKIKWVPCLE

360
ATTCGAGTTGGAGCACGGTTTCGTTTACCGTGAGCACCACCACTCCCCCGGGTACTATGA
F ELEHGFVYREWHUHHSUPGY Y D
ATTCGAGTTGGAGCATGGTTTCGTCTACCGTGAGCACCACCACTCCCCCGGATACTATGA
F ELEHGFVYREWHMHHS®PGY Y D
ATTCGAGTTGGAGCATGGTTTCGTCTACCGTGAGCACCACCACTCCCCCGGATACTATGA
F ELEHGFVYREWHUHHSUPGY Y D
ATTCGAGTTGGAGCATGGTTTCGTTTACCGTGAGCACCACCATTCCCCCGGATACTATGA
F ELEHGFVYREWHHHSUPGY Y D
ATTCGAGTTGGAGCACGGTTTTGTCTACCGTGAGAACGCAAGATCTCCCGGATACTATGA
F ELEHGFVYRENARSUPSGY Y D
ATTCGAGTTGGAGCACGGTTTTGTCTATCGCGAGAACGCAAGATCTCCCGGATACTATGA
F ELEHGFVYRENARSUPGY Y D
ATTCGAGTTGGAGCACGGTTTTGTCTATCGCGAGAACGCAAGATCTCCCGGATACTATGA
F ELEHGFVYRENARSUPSGY Y D
ATTCGAGTTGGAGCACGGTTTTGTCTACCGTGAGAACGCCAGATCCCCCGGATACTATGA
F ELEHGFVYRENARSU®PGY Y D

420
CGGAAGATACTGGACAATGTGGAAGTTGCCTATGTTCGGGTGCACCGACTCAGCCCAGGT
GRYWTMMWIKLPMZFGTCTDSAAQV
TGGCCGATACTGGACAATGTGGAAGTTGCCTATGTTCGGGTGCACTGATTCAGCCCAGGT
GRYWTMMWIKLPMZFGT CTDSAZOQV
TGGCCGATACTGGACAATGTGGAAGTTGCCTATGTTCGGGTGCACTGACTCAGCCCAGGT
GRYWTMMWI KL PMZFGT CTUDSA~QV
TGGAAGATACTGGACAATGTGGAAGTTGCCTATGTTCGGATGCACTGACTCAGCTCAGGT
GRYWTMWIKLPMZEFGT CTDSAAOQV
CGGAAGATACTGGACAATGTGGAAATTGCCTATGTTCGGATGCACCGACTCAGCCCAAGT
G RYWTMMWIKLPMZFGT CTUDSAZOQV
CGGAAGATACTGGACAATGTGGAAGTTGCCTATGTTCGGATGCACCGACTCAGCCCAAGT
GRYWTMWIKLPMZFGT CTUDSAAOQV
CGGAAGATACTGGACAATGTGGAAGTTGCCTATGTTCGGATGCACCGACTCAGCCCAAGT
G RYWTMMWIKLPMZFGT CTUDSAZOQV
CGGAAGATACTGGACAATGTGGAAATTGCCTATGTTCGGTTGCACCGACTCAGCCCAAGT
GRYWTMWIKLPMZFGT CTUDSAZOQV

480
GTTGAAGGAGTTGGAAGAGTGCAAGAAGGAGTACCCGAACGCCTTCGTCCGTATTATCGG
L K ELEETCIKI KEYPNAFVRT1T1G6
GTTGAAGGAGCTTGAAGAGTGCAAGAAGGAGTACCCCAACGCCTTCGTCCGTATCATCGG
L K ELEETCI K KEYPNAFVRTI1T1G6
GTTGAAGGAGCTTGAAGAGTGCAAGAAGGAGTACCCCAACGCCTTCGTCCGTATCATCGG
L K ELEETCI K KEYPNAFVR1T1G6
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CATGAAGGAGGTTGGAGAGTGCAAGAAGGAGTACCCCAACGCCTTCATCCGTGTTATTGG

540

M KEV GECKTEKETYFPNAFIRUVIG
GATGAAGGAGCTTCAAGAGTGCAAGAAGGAGTACCCTCAGGCATGGATCCGTATCATTGG
M K E L ECKKEJYPQAWIRIIG
GATGAAGGAGCTTCAAGAATGCAAGAAGGAGTACCCTCAGGCATGGATCCGTATCATCGG
M KELQETCKTKETYPQAWIRI G
GATGAAGGAGCTTCAAGAATGCAAGAAGGAGTACCCTCAGGCATGGATCCGTATCATCGG
M KE LQET CKTEKETYTPQAWTIRIIG
GATGAAGGAGCTTGCTGAATGCAAGAAGGAGTACCCCCAGGCCTGGATCCGTATCATCGG
M KELAETCKTKETYPQAWTIRIIG
ATTCGACAACGTGCGTCAAGTGCAATGTGTCAGTTTCATCGCCGCCAAGCCACCAGGC--

FDNVRQVQCVSFIAAKTPTPG
ATTCGACAACGTTCGCCAAGTGCAATGTGTCAGCTTCATCGCTGCCAAACCACCAGGC-~
FDNVRAQYV CVSFI1AAKPTPG
ATTCGACAACGTTCGCCAAGTGCAATGTGTCAGCTTCATCGCTGCCAAACCACCAGGC-~
FDNVRAQYV CVSFI1IAAKPTPG
ATTCGACAACATTCGTCAAGTGCAATGTATCAGTTTCATCGTTGCCAAGCCCCCAGGCGT
FDNIRQVQCISFIVAKTPTPGYV
ATTTGACAACGTTCGTCAAGTGCAATGCATCAGTTTCATTGCCTCAAAACCAGGTGGC-~
FDNVRQVQCISFIASTKTPG GG
ATTTGACAACGTTCGTCAAGTTCAGTGCATCAGTTTCATCGCTTCCAAGCCAGAAGGC-~
FDNVRQVQCISFIASTKTPESG G
ATTTGACAACGTTCGTCAAGTTCAATGTATCAGTTTCATTGCCTCCAAACCAGATGGC-~
FDNVRQVQCISFIASSKTPTDSG
ATTTGACAATGTTCGTCAAGTTCAATGTATCATGTTCATTGCTTCCAGGCCAGATGGT -~
FDNVRQVQCIMEFTIASR RTPTDSG
547

~TTCTAA
F *
~TTCTAA
F *
~TTCTAA
F *
TCTCTAA
L *
~TTCTAA
F *
~TTCTAA
F *
~TTCTAA
F *
~TACTAA
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