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Supplementary Figure 1 - Veas-Perez de Tudela et al

A B Time after Glutamate C
stimulation (h) )
0 1 4 8 1 Nuclei Cytosol
3 3 x = 2.0 *
ey * < *
x 2 T2 -
8 % .C»]O ____#___#_ _#__#_
= o, 3
1 ________ - .
SR 1 i JaOmLE
0 0 0
- + + + Glutamate + + + + - siControl - + + + - + + + Glutamate
- - + - Rosc - - - - +siCdk5 - -+ - - - + -Rosc
- - - + Flav + + + - + + + - siControl
- - - 4+ - - - +siCdk5
D E
1.5 2.0
™ # # *
& 104—----E-g -
< 51,0 -H-H#-p-
5"l g R0
3
o)L 0
- + + + Glutamate - + + + + Glutamate
- - + - Rosc - - + - - Rosc
+ + + =~ siControl - - - + - Flav
- - - + siCdk5 + + + + - siControl
- - - - + siCdk5
F G H
2.0 * 2.0 . 2.0
*
- = = # #
P o °
5 1.0 . Q10 O 104—-------
3 D 5 D R 5 D *
) ) D
0 0 D 0 D
- + - ProTAME - + - ProTAME - + + + + Glutamate
- - + MG132 - - + MG132 - - + - - ProTAME
- - - + - Rosc
+ + + + - siControl
- - - - + siCdk5

Supplementary Figure 1. Relative protein abundances quantification from results
shown in Figs. 1 and 2. (A) Results of the relative quantification of protein abundance
of Fig. 1A. (B) Results of the relative quantification of protein abundance of Fig. 1B.
(C) Results of the relative quantification of protein abundance of Fig. 1C. (D) Results of
the relative quantification of protein abundance of Fig. 1E. (E) Results of the relative
quantification of protein abundance of Fig. 2A. (F) Results of the relative quantification
of protein abundance of Fig. 2B. (G) Results of the relative quantification of protein
abundance of Fig. 2C. (H) Results of the relative quantification of protein abundance of
Fig. 2D. Data are expressed as means + S.E.M. (n= 3 independent experiments).
*p<0.05 versus untreated neurons. #p<0.05 versus Glutamate-treated neurons.



Supplementary Figure 2 - Veas-Perez de Tudela et al
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Supplementary Figure 2. Relative protein abundances quantification from results
shown in Fig. 3. (A, B) Results of the relative quantification of protein abundance of
Fig. 3A. (C) Results of the relative quantification of protein abundance of Fig. 3B. (D)
Results of the relative quantification of protein abundance of Fig. 3C. (E) Results of the
relative quantification of protein abundance of Fig. 3D. (F, G, H) Results of the relative
quantification of protein abundance of Fig. 3E. Data are expressed as means = S.E.M.
(n= 3 independent experiments). *p<0.05 versus 0 hours (A-E) or untreated (F-H)
neurons. #p<0.05 versus Glutamate-treated neurons.



