
−0.2 −0.1 −0.05 0 0.05 0.1 0.2

0
5

10
15

A1) eBPis for the SpaH data (core model with Ω=ΩHSA
bpas)

βi

lo
g 1

0(
eB

P
)

−0.2 −0.1 −0.05 0 0.05 0.1 0.2

0
5

10
15

B1) eBPis for the SpaB data (core model with Ω=ΩBTA
bpas)

βi

lo
g 1

0(
eB

P
)

−0.2 −0.1 −0.05 0 0.05 0.1 0.2

0
5

10
15

A2) eBPmc for the SpaH data (STD model with Ω=ΩHSA
bpas)

βi
lo

g 1
0(

eB
P

)

−0.2 −0.1 −0.05 0 0.05 0.1 0.2

0
5

10
15

B2) eBPmc for the SpaB data (STD model with Ω=ΩBTA
bpas)

βi

lo
g 1

0(
eB

P
)

Figure S10: Distribution of the eBPis (estimated under the core model) and the eBPmc (estimated
under the STD model) as a function of the regression coefficients βi of the underlying SNPs.
For a given scenario (SpaH and SpaB), results from the ten replicates are combined.
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