
Figure S15: Comparison of the estimates of the individual SNP regression coefficents (βi) on
the population SMS (lower diagonal panels of the scatterplot in blue) and piebald pattern (upper
diagonal panels of the scatterplot in red) based on i) the Importance Sampling algorithm, ii) the
posterior mean computed from the MCMC samples generated under the STD model and iii) the
posterior mean computed from the MCMC samples generated under the AUX model.
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