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Figure S16: Comparison of the estimates of the individual SNP regression coefficents (8;) on the
ecotype population covariable based on i) the Importance Sampling algorithm, i1) the posterior
mean computed from the MCMC samples generated under the STD model and iii) the posterior
mean computed from the MCMC samples generated under the AUX model. The point symbols
nomenclature is the same as in the main text.
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