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Length: 325 mmu-HOXA11l 1 MMDFDERGPCSSNMYLPSCTYYVS-GPDFSSLPSFLPQTPSSRPMTYSYS 49
TIdentity: 196/325 (60.3%) ISR BN
L ‘ tni-HOXALlA 1 MMDFDERVPVGSNMYLPSCTYYVSAGADFSGLPSF——-—~ STRPMTYSYS 45
Similarity: 225/325 (69.2%)
Gaps: 56/325 (17.2%) mmu-HOXA11l 50 SNLPQVQPVREVTFREY-AIEPATKWHPRGNLAHCY-SAEELVHRDCLQA 97
Score: 919.0 AR RN RN R ey AR R N AR A AR EEA RN AR
tni-HOXALlA 46 SNLPQVQPVREVTFRDYAAIDASGKWSHRGNLPQCYPSAEDMVHRDCLSA 95
mmu-HOXA11l 98 PSAAGVPGDVLAKSS--ANVYHH-————— PTPAVSSNFYSTVGRNGVLPQ 139 DUF3528
2 R TR el ceerers [ []]]]
tni-HOXALlA 96 QTA--VVGDMFGKNSPAAAAYHHHHHHHASAGSAATNFYGNVGRNGVLPQ 143
mmu-HOXA1l 140 AFDQFFETAYG-TPENLASSDYPGDKNAEKGPOAAAATSAAAVAAAATGA 188
LTz e LD el lezzzzal[loenl  [l22]een].
tni-HOXAL1A 144 AFDQFYDTAYGNASENSSTNGFSGDKTPTK-—-QASSAPEDAQ-———==== 183
mmu-HOXA1l 189 PATSSSDGGGGGGCQEAAAEEKERRRRPESSSSPESSSGHTEDKAGGSGG 238
drra]e].. i ||
tni-HOXAL1A 184 ———mmmmmmm ACRDTGAKEPR————~— EETSSPELS—————————= SDG 206
mmu-HOXA11l 239 QRTRKKRCPYTKYQIRELEREFFFSVYINKEKRLQLSRMLNLTDRQVKIW 288
AR AR AR RN AR AR AR AR AR ARARARARARY
tni-HOXAL1A 207 QRTRKKRCPYSKYQIRELEREFFFSVYINKEKRMQOLSRMLNLTDRQVKIW 256
mmu-HOXA11l 289 FONRRMKEKKINRDRLQYYSANPLL 313

tni-HOXA1llA 257 FONRRMKEKKLNRDRLQYYTSNPLL 281



