
Hypothetical head-to-tail dimer
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Figure S2 : A. Histograms showing the positions of the breakpoints in copies showing a rearranged 
structure. Copies were retrieved after megablastn using the full-length sequence as query, and were 
reversed-blasted against the full-length sequence. Only copies displaying hits on both strands were kept.
B. Plot density illustrating the nonrandom distribution of breakpoints in A and B parts together). 
C. Scatter plot showing breakpoints in  A part vs B part for each copy.
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