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Figure S1. MS/MS mass spectrum of the identified glycopeptide. b- (blue) and y- (red) fragments allow
for the mapping of the site of glycosylation as indicated by *. Inset is representative MS1 spectrum of the
quantified glycopeptide derived from each cell line: HBE4-L (light blue), A549-M (green), and HCC827-
H (red). (A) DSLSINATNIK derived from EGFR, and (B) VNETEMDIAK derived from CREG1.



A) B-actin
(DLYANTVLSGGTTMYPGIADR)
Ratiol/H=1.00
r-- T - 1
I 111654 I
100~ i 11119.54
I |
|
g 804 1119.05
c 1116.03
(]
e
3 604 1120.05
2 1117.04
(0]
= 404
©
o
4
204
0 1 1 [ T 1 T
11150 11160 1117.0 11180 11190 1120.0
m/z
C) KRAS
(DSEDVPMVLVGNK)
_ _Ratiol/H=029 _
|
|
100- | 703.86
|
|
& 804 |
c
g |
< 50 [ 704.36
o |
< [
2 404 ‘ 704.86
® |
O |
14 701.87
20 702.34
l 702.87
o T T l| T T T
701.0 7020 7030 7040 7050 706.0
m/z
E) cLPT™M1
(VSFCPLSLWR)
- Ratio L/H = 0.68
-
|
1009 | 635.84
|
|
804 |
g |
g ! 636.34
S 60 632.83
o
<
2 0] | 63333
© 636.84
o]
. 633.83
T ) T ] T T T
6325 6335 6345 6355 6365 6375
m/z

B) NRAS

(QGVEDAFYTLVR)
_ Ratiol/H=1.04
|
|
1004 699.36 7037
8 804
c
3]
2
S 60+
2 699.86 702.87
(0]
Z 40
o 700.36
4
204 703.36
0 U T 1 T T T
698.5 6995 7005 7015 7025 7035
m/z
D) CREG1
(DHGDWDEASR)
_ Ratiol/H=041 _ _
|
|
100- | 597.25
|
|
O 80- |
c
© |
2 |
_g 604 |
2 \ 597.75
© 504.24
= 40-
@
& 594.74 508.25
204
595.24
0 |

5935 5945 5955 5965 5975 5985
m/z

F) TMEM106B
(GQENQLVAILIPYSDQR)
Ratio L/H =0.48

100- : 918.98
|

o |
@ 80- |
=
8 |
c I 919.48
_g 60 |
< | 916.47
02) 40 915.97 919.98
2 916.97
@

20

T 1 T L
9155 9165 9175 9185 9195 9205
m/z

Figure S2. Representative MS1 spectra from Double SILAC analysis of isotopically labeled light (L)
SIRNAKRASAB49 -KORO (green) cells compared to labeled heavy (H) A549-K4R6 (red) cells. B-actin and
NRAS peptide levels remain in 1:1 ratio (A&B), whereas reduced peptide levels were observed in KRAS,
CREG1, CLPTM1, and TMEM106B as a result of siRNA targeting KRAS (C-F).



