A

A549

&
QO &> AE1B-55K/
< ¥ v WT AE4-ORF3
etoposide (ug/ml): 0 0 0 0 30 0 33 10 30
ATM [ — — ———— —]
Phospho-ATM-Ser1981 | — —] ———]
VH2AX | | [ e
KAPT | e | [ o o o e e
Phospho-KAP1-Ser824 ‘ R [ Np— —__‘
RPA32 [ g g gy
Phospho-RPA32-Ser4/Ser8| — -— - ---\
B-ACTIN [== {
SAEC, total virus genomes
1E+6
<
pd
o —E Il
o TE¥5
®
e
Qe+
: ﬂ
o
1E+3 .
etoposide (ug/ml): 0 6 30 150 0 0
doxorubicin (ug/ml): 0 0 0 0.1 0.5

AE1B-55K/AE4-ORF3

MRE11 ChIP

12

| Ad5 PS1 [0 Ad5 PS2

10 -

6 4

4 4

fold relative to AE1

FIE

I

F &
2 9
O S
&K $
& ¢

I3

AE1

AE1B-55K/AE4-ORF3

B SAEC
S

uninfected i’ S AE1B-55K/AE4-ORF3

etoposide (ug/ml): 0 6 30 0 0 0 0O O 6 30 150 0 O
doxorubicin (ug/ml): 0 o0 0 0105 0 0 0 0 0 0 0105
HoAX [= (= = (o —[o(em [on[ae o= o= — ]
YH2AX | — e
KAP1 | — === == =]
Phospho-KAP1-Ser824 | - - = ——]— =]
RPA32 | == [ = o= oo | [ om0 o |
Phospho-RPA32-Ser4/Sers | | = —| || |- =]
B-ACTIN [ = [ | = | | = = | = —]

A549, total virus genome
1E+8
S 1E+7 1 = =
=) = 3
= 1E+6 4
)
[ce]
E 1E+5
L 1Em
©
O 1E+3 A
1E+2 1 . .
ol RS
9 9 S
AU
£ L
() bQ Q
AE1 WT

S



