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CTTAAAACAR
GAATTTTGIT

GAGGAATAGA
CTCCTTATCT

AGATTGCACT
TCEABREGTGA

GGATGGCCGG
CCTACCGGCC

ATl

CTACACTGCT

TTCCATATTT
AAGGTATAAR

+ GCEARGEEAT
ENcEETTEACTA
+ GATATTAAAG

FIETATAATTTC

+ AACAACCGGC

TTGTTGGCCG

+ TTCACTGCTC

AAGTGACGAG

#léannncccac

CTTTTGGGTC

+ ATACTTTAGG

TCTGAGATGC
AGACTCTACG

TTGAGTTTGT
AACTCAAACA

TTTTTGAAGG

S5UTR

ACE

Site Name

Site Name

AE-box

Box 4

Site Name

Site Name

Box-W1

Site Name

C-repeat/DRE

Site Name
CRAT-box
CRAT-box
CRAT-box
CRAT-box

CRAT-box

Site Name

CATT-motif

Site Name

CCAAT-box
coaa

box

Site Name

CETCR-motif

G-Box

Site Name

G-Box

G-box

Site Name

G-box

Lobox

MBS

Site Name

MES
MBS
MBS
vEs
MBS

Site Name

W box

Site Name

£

Site Name

eircadian

AAGRA-motif

AE-box

Box—W1l

C—repeat/DRE

CAAT-box

CATT-motif

CCAAT-box

CGTCA-motif

GAG-motif

TATA—box
TCA—-element

TCCACCT-motif
TCT-motif

TGACG—motif

Unnamed 1
Unnamed__ 11
Unnamed 2
Unnamed 3
Unnamed__ 4

WUN-motif

circadian

ACCAACGCCT AAACAAAATC AACATTCAGT CGCATGAAGA GATTTCAGAG AAGAGGAAGG
TEEITGCGGA TTTGTTTTAG TTGTAAGTCA GCGTACTTCT CTAAAGTCTC TTCTCCTTEE
AGTACCGACC ATAATTTATT TATTTATTAT AAATAAATAA ATAAATAAAA GCATATGAAG
TCATGGCTGG TATTAAATAA ATAAATAATA TTTATTTATT TATTTATTTT CGTATACTTC
GCAGGGAAGA CGAGAGGGCC GGCCGGGATG GEBACGETGG AAGAGGGTTEIGGCCGACGCT
CGTCCCTTCT GCTCTCCCGG CCGGCCCTAC CGTTGCCACC TTCTCCCABRA CCGGCTGCCA
TGTTGCAGCG ATTGCTGCTA CCGCTGCTCT TTAGGATARA GAAGTGAGAG AGACGAGGTG
ACAACGTCGC TAACGACGATGGCGACGAGA AATCCTATTT CTTCACTCTC TCTGCTCCAC
CACCTAAAAA GAAATAAACC GAGAATCCCC ACTCAGTTAG ATATGAA GAGA
GTGGATTTTT CTTITATTTGG CTCTTAGGGG TGAGTCAATC TATACTTGTT TAGATTCTCT
TTACTGTCGT CCATTCCACA TATATTATGA ACGGTGGTGA TCGCATTCAT CACTCATCAC
AATGACAGCA GGTAAGGTGT ATATAATACT TGCCACCACT AGCGTAAGTA GTGAGTAGTGEN
TTGCGTTCEACEETTCTTAC CTTAAAAATA TCCAAAAATA GGAAA CAGTT
AACGCARGET | GEEAAGAATG GAATTTTTAT AGGTTTTTAT CCTTTCTCTT TGTTTGTCAA
CGAGATATAT CTTATTTTTC TATAAATAGG AAATTTAATT CGCCAACCTA TCCTTTCTAG
GCTCTATATA GAATAAAAAG ATATTTATCC TTTAAATTAA GCGGTTGGAT AGGAAAGATC
AGCACCCGAA CTCTCTCTCT CCTCTCTGTT CTTCTCTTTC CAAAATATCT TTGGTIECCT
TCGTGGGCTEJCRGRGAGAGA GGAGAGACAA GAAGAGAAAG GTTEIATAGAIAACCANAGGA
TGEABATTTC CCAAAACTTC AGACCTGAAA CTCCCCGACG AAGGTAAACAAATAACAACE
ACGTTTAAAG GGTTTTGAAG TCTGGACTTT GAGGGGCTGC TTCCATTTGT TTATTGTTGC
TAAATAATTT ATGTATGEET TTTTTTTTTC TTCTTCTCTT CGATTGGTGG TAARATACARA
ATTTATTAAA TACATACCAA AAAAAAAAAG ARGAAGAGAA GCEAACGACC ATTTATGTTH
CTTGTTGGGC AGTTGTTTGT GGTTGGTTGE FEFETTICTGGG TTTTGATTTT CTTATTTAGA
GAACAACCCG CA CCAACCAACC AAAAAGACCC AAAACTAAAA GAATAAATCT
TAGGGTTTGA GGTEAAFATC TTTAAACTTA TAAAAATACC CAGAAAATAT ACGGTAGTTT
ATCCCAAACT CCAGTTATAG AAATTTGAAT ATTTTTATGG GTCTTTTATA TGCCATCAAA
GAACAGTTAT ATATGTGAAA AGTGCATGGT FGCTTTATTT TTATTTATTT GARMISEESTG
CTTGEGAATA TATACACTTT TCACGTACCA ACCAAATAAA AATAAATARANCTFTAATEARG
GGTAGGARAGA
Py—-rich stretch
. .. Matrix .
organism Position Strand _° " ™ sequence function
Petrcselinum hortense 437 - 7 ACGTGGR cis—acting element involved in light respeonsiveness
Petroselinum crispum 770 - 9 CTAACGTATT cis—acting element inwvolwved in light responsiveness
5 ‘s Matrix R
Organism Position Strand __ - " sequence function
Arabidopsis thaliana a77 + ] AGAAACAR part of a module for light response
N c Matrix R
Organism Position Strand _° " sequence function
Zea mays 3 - & TGGTTT cis-acting regulatory element essential for the anaercbic induction
Zea mays 951 + L] TGGITT cis-acting regulatory element essential for the anaercbic induction
Zea mays 728 + & TGGITT cis-acting regulatory element essential for the anaercobic induction
Zea mays 622 + & TGGITT cis-acting regulatory element essential for the anaercobic induction
Zea mays aos + & TGGTTT cis-acting regulatory element essential for the anaercbic induction
N . Matrix R
Organism Position Strand _° " sequence function
Petroselinum crispum 373 + & ATTAAT part of a conserved DNA module involwved in light responsiveness
s P Matrix .
Organism Position Strand _° " sequence function
Petrogelinum crispum as1 - L] TIGACC fungal elicitor responsive element
" P Matrix .
Organism Position Strand __ - 7 sequence function
Arabidopsis thaliana 200 + 8 TGGCCGAC regulatory element inveolwved in cold- and dehydraticn-responsiveness
Lo i P iti Strand Matrix ka2 ti
rganism osition Str " sequence unction
Hordeum wulgare 143 - a CRAT commen cis-acting element in promoter and enhancer regions
Arabidopsis thaliana 753 - s CCART commen cis-acting element in promoter and enhancer regions
Brassica rapa sas + s canaT common cis-acting element in promoter and enhancer regions
Herdeum wulgare 977 - 4 CARAT common clI-acting element in promoter and enhancer regions
Brassica rapa 338 + s CARART common clI-acting element in promoter and enhancer regions
Brassica rapa 367 - 5 CAART common cis-acting element in promoter and enhancer regions
Brassica rapa 689 + 5 CRART common cis-acting element in promoter and enhancer regions
Hordeum wulgare 264 + 4 CRAT common cis-acting element in promoter and enhancer regions
Hordeum wulgare 231 - a CRAT commeon cis-acting element in promoter and enhancer regions
Glycine max 576 - s canTT common cis-acting element in promoter and enhancer regions
Brassica rapa azs s canaT common cis-acting element in promoter and enhancer regions
s P Matrix .
organism Position Strand _° " ” sequence function
Zea mays 403 + 6 GCATTC part of a light responsive element
s 3143 Matrix )
Oorganism Position Strand __ =~ - sequence function
Hordeum wulgare 182 + 6 CRACGG MYBHv1 binding site
Hordeum wulgare =1 + 6 CRACGG MYBHv1 binding site
s P Matrix .
Organism Position Strand __ " sequence function
Hordeum wulgare 285 - 5 CGTCR cis—acting regulatory element involved in the MeJA-responsiveness
s P Matrix .
Organism Position Strand __ " sequence function
Pisum sativum 439 - & CACGTT cis-acting regulatory element involved in light responsiveness
. . Matrix .
Organism Position Strand __ " sequence function
zea mays 239 + B caceTT cis—acting regulatory element invelved in light responsiveness
s i3 Matrix X
Organism Position Strand __ " sequence function
Arabidopsis thaliana 580 - 7 AGAGRGT part of a light responsive element
s P Matrix .
Organism Position Strand __ " sequence function
Lycopersicen esculentum 949 - 11 AAATTAACCAAC part of = lignt responsive element
N 143 Matrix .
Organism Position Strand __ " " sequence function
Arabidopsis thaliana 324 - 6 TAACTG MYE binding site invelved in drought-inducibility
Arabidopsis thaliana 324 - 6 TAACTG MYB binding site involwved in drought-inducibilicy
Arabidopsis thaliana 486 - 6 CAACTG MYB binding site involwved in drought-inducibilicy
Arabidopsis thaliana 423 + & CRACTG MYB binding site involwved in drought-inducibility
Arabidopsis thaliana 790 - ] CRACTG MYB binding site involwved in drought-inducibility
s P Matrix .
Organism Position Strand __ " sequence function
zea mays 417 - s crIcacerea cis-acting regulatory element involved in zein metabolism regulation
N 143 Matrix .
Organism Position Strand __ " sequence function
Zea mays 69 - 5 CC(G/R)CCC light respconsive element
N s Matrix .
Organism Position Strand __ ™ sequence function
Nicotiana tabacum 353 + 9 CCATCTTTTT cis-acting element involwed in salicylic acid responsiveness
Brassica oleracea 739 - 9 GAGARAGAATA cis-acting element involwved in salicylic acid responsiveness
Brassica oleracea 587 - 9 GAGRAGRATRE cis-acting element involwed in salicylic acid responsiveness
N e Matrix .
Organism Position Strand __ " sequence function
Arabidopsis thaliana ass - s TCTTAC part of a light respensive element
s P Matrix .
Organism Position Strand __ " sequence function
Heordeum vulgare 285 + 5 TGRCG cis-acting regulatcry element involved in the MeJR-responsgiveness
. s Matrix R
Oorganism Position Strand __ - " sequence function
Brassica oleracea 528 - 9 ARRTTTCCT wound-responsive element
N cas Matrix R
organism Position Strand __ " sequence function
lyccopersicon esculentum 14 - ) CARAGATATC cis-acting regulatcry element involved in circadian control

Figure



+ arTTAaTTTAA [EEEEAnAn TCATATGAAG ATATTGCTTT GCAGAGAAGA CGAAGGGGCC GGGATGGCAA
— TABATARATT TAATTATTTT AGTATACTTC TATAACGAAA CGTCTCTTCT GCTTCCCCGG CCCTACCGTT
+ TGGTGGAAGA GGGTTTGGAG AATGCGGCTA CTGARACTCG GGGGTTGGGG TTTGGGGAGT TTTGTTTCAC
— ACCACCTTCT CCCAAACCTEJBERGECCGAT GACTTTGAGENEEEEAACCCC AAACCCCTCA AAACAAAGTG
+ AAGTGGGAGT GAGTATTGCC AGCAAGTGTT GCAGCGATCG CTGCTACCGC TGCTGTTTGG GATAAAGAAG
—~ TTCACCCTCA CTCATAACGG TCGTTCACAA CGTCGCTAGC GACGATGGCG ACGACAARCE CTATTTCTTC
+ TGAGAGAGAC GAAGTGGGTG AGGAAAATCA ACGGTGTGGT ACGTAAAAAG AATTAAACGT AGAATCCCCA
— ACTCTCTCTG CTTCACCCAC TCCTTTTAGT TGCHIINMMEET TTTTC TTAATTTGCA TCTTAGGGGT
+ GCCTTACTGT CGTCCAGTCC ACATATTATA GACGGTCGTG ATCEGEEEEA TGACTCATCA CACEABGEEA
~ CGGAATGACA GCAGGTCAGG TGTATAATAT CTGCGAGGAGNTAGCGTAAGT ACTGAGTAGT GTGGTTGACT
+ TTTGTGTTCC GCGTTTCTAA CCTTATGTTC CCAARAAATA TCTAAAAAGA CAAAAAGGCA CAAACAGTGA
— AAACACAAGG CGCAAAGATT GGAATACAAG GGTTTTTTAT AGATTTTTCT GTTTTTCCGT GTTTGTCACT
+ TAACCARAGG AAGATATGTC CTATTTTTCC ATAATTAGGA AAATEENNSGCAACCTTT CCTTTCTTGA
— ATTGGTTTCC TTCTATACAG GATAAAAARGG TATTAATCCT TTTAATTAAA TCGTTGGAAA GGAAAGAACT
+ ACTGCCGGCA GCATCCCAAC TCTTTCTCAT CTCTCTTCTT CTCTTTCCAG AATTGCTGGC TTTTCTTTCG
—~ TGACGGCCGT CGTAGGGTTG AGARAGAGTA GAGAGAAGAA GAGAAAGGTC TTAACGACCG AAAAGAAAGC
+ CTGTTCTGCA AATTTCCCGA AACTTCAGAG ACCTAAAACC CCCCAACGAA GGTAAACAAG TAACAACGGA
—~ GACARGACGT TTAAAGGGCT TTGAAGTCTC TGGATTTTGG GGGGTTGCTT CCATTTGTTC ATTGTTGCCT
+ AAACCCAGTG TANMEEEMTT ATGTATGGTC TTCCTCCTEC TEECCCTICT TCTTCTTCTT ATGGTAGATA
- TTTGGGTCAC ATTAATTAAA TACATACCAG AAGGAGGAGG AGGGGGAAGA AGAAGAAGAA TACCATCTAT
+ CTGTAGGCTT GTTGGACAGT TGATTGTGGT GGGTTTTTCT GGGGTTTGTT TTTCTTTATA GATCTGAGAT
- GACATCCGAA CAACCTEHGABAGTAACACCA CCCAAAAAGA CCCCAAACAA AAAGAAATAT CTAGACTCTA
+ GCTAGGGTTT GAGGGCAATA ATCTCTTATT TAGATCTGAG ATTCTAGGGT TTGAGGTCAA GAATCTTTAA
— CGATCCCAAA CTCCCGTTAT TAGAGAATAA ATCTAGACTC TAAGATCCCA AACTECRGECTTAGAAATT
+ AATTATAAAT AARAAAAAAT ATATGCTAGT TTTTGAGTTT GTGGACGATT ATATATATGT GAAAAGTGGT
— TTAATATTTA TTTTTTTTTA TATACGATCA AAAACTCAAA CACCTGCTAA TATATATACA CTTTTCACCA
+ TGTTTTATTT TATTTATTTG AEEENTCT TTTTGCAGGG GTAGCAAGAA ATGGTGGAAA GGATGAAAGA
— ACAARATAAA ATARATAAAC TTAATTAACA AAAACGTCCC CATCGTTCTT TACCACCTTT CCTACTTTCT
+ GAAGATAAAG ATCAGGAGGA
- CTTCTATTTC TAGTCCTCCT
SUTR Py-rich stretch
ARGAA-motif
Box 4
s - - Matrix .
Site Name Organism Position Strand sequence function
score.
Box 4 Petroselinum crispum 11 + [ ATTRAT part of a conserved DNA module involved in light responsiveness
Box 4 Petroselinum crispum 643 + [ ATTRAT part of a conserved DNA module involved in light responsiveness
Box 4 Petroselinum crispum 463 + 3 ATTAAT part of a conserved DNA medule involwed in light responsiveness
Box 4 Petroselinum crispum 932 + 3 ATTAAT part of a conserved DNA medule involwed in light responsiveness
s . Matrix .
Organism Position Strand sequence function
score.
Petroselinum crispum 825 - 3 TTGACC fungal elicitor responsive element
CARAT-box
CATT-motif
s . Matrix .
Organism Position Strand sequence function
score.
Zea mays 30 - 3 GCATTC part of a light responsive element
Zea mays 324 + 3 GCATTC part of a light responsive element
Matrix
organism Position Strand sequence function
score.
Hordeum vulgare 239 + € CRACGG MYBHv1 binding site
Hordeum vulgare 624 + 3 CRAACGG MYBHv1 binding site
N - P Matrix -
Site Name Organism Position Strand sequence function
score.
G-box Zea mays 315 - 3 CACGAC cis-acting regulatory element involved in light responsiveness
GA-motif
s - - Matrix .
Site Name Organism Position Strand sequence function
score.
GA-motif Glycine max 427 + 8 ARCGRRAGR part of a light responsive element
GAG-motif
s - - Matrix .
Site Name Organism Position Strand sequence function
score.
GRAG-motif Spinacia oleracea 518 - 7 AGRGATG part of a light responsive element
GC-motif
s s PR Matrix .
Site Name Organism Position Strand sequence function
SCcore.
GC-motif Zea mays 109 - & Ccccce enhancer-like element involved in anoxic specific inducibility
GCN4 motif
s s PR Matrix .
Site Name Organism Position Strand sequence function
=score.
GCN4_motif Oryza sativa 331 - 7 TGAGICA cis-regulatory element involwed in endosperm expression
HSE
: < - Matrix .
Site Name Organism Position Strand sequence function
=score.
HSE Brassica oleracea 383 + 9 ARRRRATTTC cis-acting element invelved in heat stress responsiveness
LTR
5 5 P Matrix .
Site Name Organism Position Strand sequence function
sCcore.
LTR Hordeum vulgare 577 + 3 CCGRAR cis-acting slement involwed in low-temperature responsivensss
MBS
5 5 P Matrix .
Site Name Organism Position Strand sequence function
sCcore.
MBS Arabidopsis thaliana 344 + 3 CALCTG MYB binding site involved in drought-inducibility
MBS Arabidopsis thaliana 717 - & CRACTG MYB binding site inveolved in drought-inducibility
Skn-1 motif
. . - Matrix .
Site Name Organism Position Strand sequence function
score.
Skn-1 motif Oryza sativa 330 - 5 GTCLT cis-acting regqulatory element required for endosperm expression
Spl
s - P Matrix .
Site Name Organism Position Strand sequence function
score.
s5pl Zea mays 599 + 5 CC{B/R)CCC light responsive element
Spl Zea mays (13 + 5 cc{e/a)ccC light responsive element
TATA-box
TATC-box
N - P Matrix .
Site Name Organism Position Strand sequence function
score.
TATC-box QOryza sativa 198 - 7 TATCCCA cis-acting element involved in gikberellin-responsiveness
TC-rich repeats
i N P Matrix .
Site Name Organism Position Strand sequence function
score.
IC-rich repeats Nicotiana tabacum 229 - 9 ATTTICTTCA cis-acting element involved in defense and stress responsiveness
TCA-element
; ; s Matrix )
Site Name Organism Position Strand sequence function
score.
Brassica oleracea 524 - 9 GAGAAGAATA cis-acting element invelved in salicylic acid responsiveness
Unnamed 4
W box
chs-Unit 1 ml
: 5 cas Matrix .
Site Name Organism Position Strand sequence function
sScore.
chs-Unit 1 ml Arabidopsis thaliana 244 - 10 ACCTACCACAC part of a light responsive element
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+ AATAGTGAGT CTGAGAGAGA TCGAGTAGTT GAAGAGAGGG GGGGTGGGGG GCAGTGGAAG TCAAATCCAT
- TTATCACTCA GACTCTCTCT AGCTCATCAA CTTCTCTCCC CCCCACCCCC CGTCACCTTC AGTTTAGGTA
+ CAGGTGTGGC CGACTCCAGGNEGAACTCGGA TAAACACCGT ACCGTANNGIMEGAAAACCE GTTCGGTTTT
— GTCCACACCG GCTCGABGTIECNAETTGAGCCT ATTTGTGGCA TGGCATATTG ACCTTTTGGC CAAGCCAAAA
+ GCACCGTACC ARAGTAAATT AAGAAAAAAA AAACAAACCA AACCGATCAG TTATTTTCCG GTTCGATACT
— CGTGGCATGG TTTCATTTAA TTCTTTTTTT TTTGTTTGGT TTGGCTABNGNEENAAAAGGC CAAGCTATGA
+ ATATCTCCAT TCCCTCCACC GCCCCATTTC CTTTCCTTCT ATCAGCCACC TOTIACOTCIIGRNGINECACA
— TATAGAGGTA AGGGAGGTGG CGGGGTAAAG GAAARGGAAGA TAGTCGGTGG ACAATGCACA GTTGACGTGT
+ AGCATCGACT GAGGAAGAAG CAGCTTTAGC AACTAGCAAG TGATGCTAGC ATCTCTCAAA AAAGTGGGAEN
— TCGTAGCTGA CTCCTTCTTC GTCGAAATCG TTGATCGTTC ACTACGATCGE TAGAGAGTTT TTTCACCCTG
FIEEETErAnAG AAATAGGCTA AACCGACAAT AAACGGTGGG ATAGCATTICA TCACACCAAC CGCATCGATC
— TGCACTTTTC TTTATCCGAT TTGGCTGTTA TTTGCCHEGGIEMECGTAAGT AGTGTGGTTG GCGTAGCTAG
+ ACCGTTGATT ATCGTTCCAT GTTHEEEEEC TTATTTGCCC AACAAAATAT CCAAAATATC TAAAAATAGA
- TEGCAACTAA TAGCAAGCTRNERRRGHATCG AATAAACGGG TTGTTTTATA GGTTTTATAG ATTTTTATCT
+ AAAAGCAACA ARCAGCGGAT ARTAASAAAA GATTTATCCA AGGTCTTCCA TATATGGGAA AATTCATTTA
— TTTTCGTTGT TTGTCGCCTA TAATTATTTT CTARATAGGT TCCAGAAGGT ATATACCCTT TTAAGTAAAT
+ GCGACCTTTC CTTTCTTGAA CAGCCTGCAG CACCAACTCT CTCTCTCTCC TCAGTCTTCT CCTCTTTCCA
— CGCTGGAAAG GAAAGAACTT GTCGGACGTC GTGGTIGAGA| GAGAGAGAGG AGTCAGAAGA GGAGAAAGGT
+ AAATTGCTCC GAAAATTTCC AGTTCAGACC TAAACTTCAG ACCTAAGACC CCTCAACGAA GGTAAACAAG
— TTTAACGAGG CTTTTAAAGG TCAAGTCTGG ATTTGAAGTC TGGATTCTGG GGAGTTGCTT CCATTTGTTC
+ AGAACCAGAG GTGAACCCAG TACTTAGTTT ATCTATGTTT TTECTLCTTE TETTTTCTTT TTTCCTTCTEN
— TCTTGGTCTC CACTTGGGTC ATGAATCAAA TAGATACAAA AAGGAAGAAA AAAAAAGAARA AAAGGAAGAT
FIFTAATcGTGA ATACTAAAAA CTCTAGGCTT GTCTGGCAGT TGEITGIGGINTGETGGGTTG ATCTGTGTTT
— BAATTACCACT TATGATTTTT GAGATCCGAA CAGACCHIMEEETAACACCA ACCACCCAAC TAGACACAAA
+ TATTTTACTT ATTTAGATCT GAGATATGTT AGGGTATGAG GTCAATAATC TTAAAATTAT CAGAAACCCA
- ATAAAATGAA TAAATCTAGA CTCTATACAA TCCCATACTENGAGETATTAG AATTTTAATA GTCTTTGGGT
+ GAARATATAC TGTAGTTTGT GAAACATTTA TATATATATG TGGAAATTTA AAGTGATTGG TTTATTTTAT
— CTTTTATATG ACATCAAACA CTTTGTAAAT ATATATATAC ACCTTTAAAT TTCACTAACC AAATAAAATA
+ TTTATTTGAA TTATTGTTTT
— AAATAAACTT AATAACAAAA
4cl-CMAZDb
N 5 . Matrix .
Site Name Organism Position Strand sequence function
score.
4cl-CMA2H Petroselinum crispum 401 + 10 TCTCACCRRCC light responsive element
AAGAA-mOtif
ABRE
Matrix
Site Name Organism Position Strand sequence function
score.
Arabidopsis thaliana 87 + 6 CACGTG cis-acting element involwved in the abscisic acid responsiveness
Arabidopsis thaliana 350 + ) CACGTG cis-acting element invelwved in the abscisic acid responsiveness
Arabidopsis thaliana 264 + ) TACGIG cis-acting element involved in the abscisic acid responsiveness
AC-I
ACE
s s P Matrix -
Site Name Oorganism Position Strand sequence function
score.
ACE Petreselinum hortense as - 7 ACGTGGA cis-acting element invelved in light responsiveness
AE-bOX
s s P Matrix -
Site Name organism Position Strand sequence function
score.
AE-box Arabidopsis thaliana 439 - 8 AGARACAT part of a module for light response
ARE
Matrix
Site Name Organism Position Strand sequence function
score.
Zea mays 175 = ) TIGGTIT c€is-acting regulatory element essential for the anaerobic induction
Zea mays 968 + 13 TGGTTT cis-acting regulatory element essential for the anaerobic induction
Box 4
s 5 ias Matrix .
Site Name Organism Position Strand sequence function
score.
Box 4 Petroselinum crispum 511 + ) ATITAAT part of a conserved DNA module involved in light responsiveness
Box 4 Petroselinum crispum 70 + 13 ATTAAT part of a conserved DNA module involwed in light responsiveness
Box-W1
Matrix
Site Name Organism Position Strand sequence function
score.
Box-—W1 Petroselinum crispum B80 - ) TTIGACC fungal elicitor responsive element
C—-repeat/DRE
- = P Matrix .
Site Name Organism Position Strand sequence function
score.
C-repeat/DRE Arabidopsis thaliana 77 + 8 TGGCCGAC regulatory element invelwed in cold- and dehydration-respconsiwveness
CAAT-box
CATT-motif
Matrix
Site Name Organism Position Strand sequence function
score.
CATTI-motif Zea mays 394 + & GCATTC part of a light responsive slement
CCAAT-box
Matrix
Site Name Organism Position Strand sequence function
score.
CCRAT-box Hordeum wulgare 422 - € CRACGG MYBHv1 binding site
G—Box
Matrix
Site Name organism Position Strand sequence function
score.
G-Box Pisum sativum a7 + € CACGTG cis-acting regulatory element involwed in light responsiveness
G-Box Pisum sativum 350 + & CARCGTIG cis-acting regulatory element involved in light responsiveness
G-Box Antirrhinum majus 264 & CACGTA cis-acting regulatory element involwed in light responsiveness
G—box
s s P Matrix N
Site Name Oorganism Position Strand sequence function
score.
G-box Brassica napus 36 - 7 CACGTGG cis-acting regulatory element involwed in light responsiveness
G-box Daucus carota 264 + & TRCGTG cis-acting regulatory element involwed in light responsiveness
G-box Arabidopsis thaliana 87 + & CRACGTG cis-acting regulatory element involwed in light responsiveness
G-box Arabidopsis thaliana 350 + & CRACGTG cis-acting regulatory element involwed in light responsiveness
GA-motif
Matrix
Site Name Organism Position Strand sequence function
score.
GA-motif Arabidopsis thaliana 729 - 8 ATAGATAA part of a light responsive element
GAG—motif
Matrix
organism Position Strand sequence function
score.
Spinacia oleracea 330 - 7 BGAGATG part of a light responsive element
GAG-motif Arabidopsis thaliana 536 - 7 AGAGAGT part of a light responsive element
GT1l-motif
Matrix
Site Name Organism Position Strand sequence function
score.
Grl-motif Solanum tuberosum 813 + 10 ATGGTGGTIGG light responsive element
I-box
Matrix
Site Name organism Position Strand sequence function
score.
I-box Arabidopsis thaliana 427 - 9 ACGATAATC part of a light responsive element
L-box
- - PR Matrix -
Site Name Organism Positien Strand sequence funetion
score.
L-box Petroselinum crispum 401 + 10 TCTCACCARCC part of & light responsive =lement
LTR
- - PR Matrix -
Site Name Organism Positien Strand sequence function
score.
LTR Hordeum wvulgare &39 + 3 CCGRAR cis-acting element involwed in low-temperature responsiveness
MBS
Matrix
Site Name Organism Position Strand sequence function
score.
MBS Arabidopsis thaliana 117 + & TAACTG MYB binding site involved in drought-inducibkbility
MBS Arabidopsis thaliana 271 + & CARCTG MYB binding site involved in drought-inducibility
MBS Arabidopsis thaliana lsse - ) TARCTIG MYB binding site involved in drought-inducibility
MBS Arabidopsis thaliana 807 - & CRACTG MYB binding site involved in drought-inducibility
spl
N : P Matrix -
Site Name organism Position Strand sequence function
score.
spl Zea mays 38 - 5 CC (G/R)CCC light responsive slement
sSp1 Oryza sativa 229 - 3 GGGCGE light responsive element
Spl Zea mays 42 - 5.5 CC(G/A)CCC light responsive element
Spl Zea mays EE] - 5 CC(G/R)CCC light responsive element
Spl Zea mays 48 - 5 CC(G/R)CCC light responsive element
TATAR-box
TATC-box
Matrix
Site Name Organism Position Strand sequence function
score.
TATC-box Oryza sativa 387 - 7 TATCCCA cis-acting element involwed in gibberellin-responsivensss
TCA-element
Matrix
Site Name Organism Position Strand sequence function
score.
ICA-—element Nicotiana tabacum 743 + 9 CCATICTITTIT cis-acting element invelved in salicylic acid responsiveness
TCT-motif
Matrix
Site Name Organism Positien Strand sequence function
score.
TCT-motif Arabidopsis thaliana 444 + 3 TCTTAC part of & light respensive element
Unnamed 1
Unnamed 11
Unnamed 3
Unnamed 4
W box
box s
circadian
s 5 ias Matrix .
Site Name Organism Position Strand sequence function
score.
circadian Lycopersicon esculentum 62 + ) CARNNNNATC cis-acting regulatory element involved in circadian control
ircadian Lycopersicon esculentum 407 + 13 CAANNNNATC cis-acting regulatory element involved in circadian control
Lycopersicon esculentum 178 + 3 CAANNNNATC cis-acting regulatory element involved in circadian control
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B-type (upstream of PpDAM2=ProDAM?2):

SD/-Leu
SD/-Leu 150 uM AbA

B bait | B bait

pGADT7| PpCBF
AD

Bbait | B pait

DGADT7 F’pCBF
AD

Figure S6



