
Table S4. GO analysis of transcripts correlated with traits 
 

Trait Number of Transcripts 
Significant at FDR 0.05 

Top GO  Functional Categories (# of genes in cluster, enrichment 
score) Kegg Pathways 

Weight 479 Puparial Adhesion (10, 2.15) Insect Hormone Biosynthesis 

  Regulation of Protein Import Into Nucleus  (5, 1.73) One Carbon Pool by Folate 

  Iron ion binding (21, 1.7)  

Triglyceride 35 Instar larval or pupal morphogenesis (5, 2.04) 
Inositol phosphate metabolism 
Phosphatidylinositol signaling 

system 

    
Sugar 82 Oxidation Reduction (17, 4.0) no sig 

 

  


