
Supplementary Figure 1: Symsagittifera roscoffensis Wnts ligands. Phylogenetic 

analysis of S. roscoffensis Wnt relatives was performed as explained in [29] using a 

maximum-likelihood approach with the program RAxML and 100 bootstrap 

replications. The alignment of the reference species was provided by Dr. J. C. Croce 

[115] and included the sequences from the species Pl, Lg, Hs, and Xt (see below for 

abbreviations); the other sequences are used in [116] and were downloaded from the 

NCBI database, the accession numbers are indicated after the name. Protein families are 

highlighted with different colours. S. roscoffensis Wnts are marked with a rectangle. 

Abbreviations: Sr, Symsagittifera roscoffensis; Xb, Xenoturbella bocki; Lg, Lottia 

gigantea; Hs, Homo sapiens; Xt, Xenopus tropicalis; Nv, Nematostella vectensis; Pl, 

Paracentrotus lividus; Bf, Branchiostoma floridae; Pd, Platynereis dumerilii; Ag, 

Anopheles gambiae. 
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Supplementary Figure 2: Symsagittifera roscoffensis Wnts (with Hofstenia miamia 

sequences included). Phylogenetic analysis of S. roscoffensis Wnt relatives was 

performed as explained in [29] using a maximum-likelihood approach with the program 

RAxML and 100 bootstrap replications. The alignment of the reference species was 

provided by Dr. J. C. Croce [115] and included the sequences from the species Pl, Lg, 

Hs, and Xt (see below for abbreviations). The other sequences are used in [116] and 

were downloaded from the NCBI database, the accession numbers are indicated after 

the name. The Hofstenia miamia Wnt sequences were also downloaded from de NCBI  

database [71]. Protein families are highlighted with different colours. S. roscoffensis 

Wnts are marked with a rectancle. Abbreviations: Sr, Symsagittifera roscoffensis; Xb, 

Xenoturbella bocki; Hm, Hofstenia miamia; Lg, Lottia gigantea; Hs, Homo sapiens; Xt, 

Xenopus tropicalis; Pl, Paracentrotus lividus; Bf, Branchiostoma floridae; Pd, 

Platynereis dumerilii; Ag, Anopheles gambiae. 



2.0

Ag_Wnt6_XP318816

Hs_Wnt10b

Hm_wnt-3_AID23660.1

Nv_Wnt4_AY687348

Bf_Wnt8

Bf_Wnt3_AF361013

Pl_Wnt9

Hs_Wnt9b

Nv_Wnt8_AY792510

Pd_Wnt1_AJ491796

Hs_Wnt5b

Xt_Wnt10a

Xt_Wnt4

Xt_Wnt7C

Hs_Wnt11

Xt_WNt6

Sr_WntUC2_est11086.1+1712.aa

Xt_Wnt2b

Ag_Wnt5_XP318816

Xt_Wnt5a

Hs_Wnt2a

Xt_Wnt8a

Lg_Wnt1

Xt_Wnt8b

Hs_Wnt10a

Ag_Wnt1_EAA14180

Nv_Wnt10_AY530301

Lg_WntA

Pl_Wnt8

Pl_Wnt5

Lg_Wnt4

Lg_Wnt2

Lg_WNt9

Bf_Wnt4_AF061973

Xt_Wnt9b

Ag_Wnt9

Hs_Wnt3a

Bf_Wnt11_AF187553

Nv_Wnt1_AY530300

Pl_Wnt3

Pl_Wnt6

Pl_Wnt16

Nv_Wnt7B_AY725204

Hs_Wnt9a

Xt_Wnt7b

Nv_Wnt6_AY725203

Lg_Wnt6

Lg_Wnt10

Pl_WntA

Bf_Wnt1_AF061974

Xt_Wnt7a

Pd_WntA_AJ491801

Hs_Wnt6

Hs_Wnt2

Xt_Wnt11b

Hs_Wnt4

Xt_Wnt10b

Hs_Wnt7b

Ag_WntA_XP314777

Hs_Wnt3

Xt_Wnt9a

Lg_Wnt11

Pd_Wnt4_AJ491798
Pl_Wnt4

Xt_Wnt2

Pl_Wnt10

Hs_Wnt8b

Nv_Wnt2_AY725201

Xt_Wnt11

Nv_Wnt11_AY687349

Bf_Wnt5_AF361014

Lg_WnT16

Hm_wnt-5_AID23634.1

Sr_WntUC4_est3653.2+3.aa

Pl_Wnt1

Hm_wnt-4_AID23661.1

Nv_Wnt7_AAV87176

Nv_Wnt5_AY725202

Ag_Wnt10_EAA14172

Bf_Wnt7B_AF061975
Pl_Wnt7

Hm_wnt-2_AID23659.1

Sr_WntUC3

Hm_Wnt-1_AID23658.1

Hs_Wnt1
Xt_Wnt1

Hs_Wnt8a

Xt_Wnt3a

Nv_WntA_AY534532

Hs_Wnt16

Hs_Wnt7a

Sr_WntUC1_est7415.0-497.aa

Xt_Wnt3

Hs_Wnt5a
Xt_Wnt5b

Lg_Wnt7

Sr_WntUC5_est12559.1+1352.aa

Lg_Wnt5

Xt_Wnt16

86

1

98

0

87

88

83

87

35

2

79

95

68

90

24

29

46

73

76

46

20

7

11

16

8

71

2

22

75

43

51

96

99
77

47

59

96 98

93

70

93

10

99

99

100

20

31

100

66

74

11

1

38

99

0

56

32

36

46

87

91

92

89

76

40

83

91

94

99

18

59

36

100

97

54

2

74

27

46

20

70

70

81

99

41
3

53

4

1

99

98

43

99

73

100

10

Wnt8

WntA

Wnt5

Wnt3

Wnt7

Wnt16

Wnt2

Wnt4

Wnt11

Wnt6

Wnt1

Wnt10

Wnt9

Wnt8

_XP_318818

_scaff150634.1+2.aa


	1.
	2.Supplementary_Figure1_SrosTree
	3.
	4.Supplementary_Figure2_Sros_HmiaTree

