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Supplementary figure 2

A andB, Genome map and location of the KMT2A or Kmt2a, BCL9L, or Bcl9l genes 

based on GRCh38 and GRCm38. Green boxes indicate exons. A light green box 

indicates the untranslated region of the exon. Primer regions are shown in black boxes. 

Arrows indicate previously reported breakpoint regions. 
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