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TGAAGGATGTTTCTGTTGAGGGCTCATCATCATCATCATCATCATCATCATCATCATCAT

ACCTAGGGTTGGTCCTTGTTCAGCTAAGTCTCCGTTCTCATTACAAC
AAGTCTCCGTTCTCATT-CAAC

CATCATCATCATCATCAACGACCGTCGCACCAGCTTCAAATAAGGCAAGA-ACTGGAGAG

CATCAACGGCCGTTGCACCAGCTTCAAAAAAGGCAAGAGACTGGAGAG
TTGTAGACACCATCGGTGCTGCCGCTATTTTTGCCGGTATAGAAAGCACT-ATCGTCTGC
TTGTAGACACCATCGGTGCTGCCGCTATTTTTGCCGGTATAGAAAGCACT-ATCGTCTGC

GACACAGGACGAAGCGAAGGAAGTCAAGGTTCTGAAGAACACCAAGACGGAGAGGACGAT

GACACAGGACGAAGCGAAGGAAGTCAAGGTTTTGAAGAACACCAAGACGGAGAGGACGAT
AACCAAACTGTACTTGTCTCTTTTCGATGTTTCTTCGGCGTTTGGCACAGCCACTTCAAT
AACCAAACTGTACTTGTCTCTTTTCGATGTTTCTTCGGCGTTTGGCACAGCCACTTCAAT

AGTTCAGATTCTAGTGGAGGCAGTGTAGGAGGCACAGAGAGCGGAAGTGCAGGAGGAAAG

AGTTCAGATTCTAGTGGAGGCAGTGTAGGAGGCACAGAGAGCGGAAGTGCAGGAGGAAAG
TCTCTTACCACCATTAAGGGTAAAGGCAAACAAATCGACGGTTGCAGTTTCACTAGTTTC
TCTCTTACCACCATTAAGGGTAAAGGCAAACAAATCGACGGTTGCAGTTTCACTAGTTTC

AACGAAGAAGATAGTTCAAGTTCTGGAGGTGCTCAGGACGGCAGTGGAGGCACTGCAGAA
TCAGGACGGCAGTGGAGGCACTGCAGAA
AACGAAGAAGATAGTTCAAGTTCTGGAGGTGCTCAGGACGGCAGTGGAGGCACTGCAGAA
CTCTGTGAGTGATCTTCTTGATCTTGACTCAACCTGATTGCCAGACTCACCTTTATTTTC
CTCTGTGAGTGATCTTCTTGATCTTGACTCAACATGATGGCCAGAATCACCTCTATTATC

GG-CG--CTACTCAGTCCGAGGCTACTGCTTCTCAAGGTGCTCCATCTCAAGGTTCTGAC
GGGCG--CTAATCAGTCCGAGGGTACTGCTTCTCAAGGTGCTCCATCTCAAGGTTCTGAC
GG-CG--CTACTCAGTCCGAGGCTACTGCTTCTCAAGGTGCTCCATCTCAAGGTTCTGAC
GGTTGGACTACTTGAGCT-AGCAGAGAGAGTGCTGAAATCCTGACCGTCAA-~-CCTTGAT
GGTTGGACTACTTGAGCT-AGCAGAGAGAGTGATGAAATCCTGACCGTCAA~-~CCTCGAT

AAAACTACCGAGTCCACACAAACTACTCCAAAGGAAGAGTGCGGTACTTCGTTTGTAATG
AAAACTACCGAGTCCACACAAACTACTCCAAAGGAAGAGTGCGGTACTTCGTTTGTAATG
AAAACTACCGAGTCCACACAAACTACTCCAAAGGAAGAGTGCGGTACTTCGTTTGTAATG
TTTA--ATTGTATTATCACTTTCTTTTTGGAAGGATACATTCTTTACTTCACCAGAGATA
GTTA--ATTGTATTATCACTTTCTTTTTGGAAGGAGACATTCTTTACTTCACCAGAGATA

TGGTTCGGTGAAGGTACCCCGGTTGCGACCTTGAAGTGTGGTGGTTACACTATCGTCTAT
TGGTTCGGTGAAGGTACCCCGGTTGCGACCTTGAAGTGTGGTGGTTACACTATCGTCTAT
TGGTTCGGTGAAGGTACCCCGGTTGCGACCTTGAAGTGTGGTGGTTACACTATCGTCTAT
TATCTTGGTGCGGG-ATTTGCTTGATCCTTTACAGGTGCATAGACGATAGTGTAACCACC
TATCATGGTGCGGG-AGGTGCTTGATCCTTTACAGGTGCATAGACGATAGTGTAACCACC

GCACCTGTAAAGGATCAAGCAAAT-CCCGCACCAAGATATATCTCTGGTGAAGTAAAGAA
GCACCTGTAAAGGATCAAGCAAAT-CCCGCACCAAGATATATCTCTGGTGAAGTAAAGAA
GCACCTGTAAAGGATCAAGCAAAT-CCCGCACCAAGATATATCTCTGGTGAAGTAAAGAA
ACACTTCAAGGTCGCAACCGGGGTACCTTCACCGAACCACATTACAAACGAAGTACCGCA
ACACCTCAAGGTCGCAACCGGGGTACCTTCACCGAACCACATTACAAACGAAGTACCGCA

TGTATCCTTCCAAAAAGAAAGTGATAATACAAT--TAAAATCAAGGTTGACGGTCAGGAT
TGTATCCTTCCAAAAAGAAAGTGATAATACAAT--TAAAATCAAGGTTGACGGTCAGGAT
TGTATCCTTCCAAAAAGAAAGTGATAATACAAT--TAAAATCAAGGTTGACGGTCAGGAT
CTCTTCCTTTGGAGTAGTTTGTGTGGACTCGGTAGTTTTGTCAGAACCTTGAGATGGAGC

Supplementary material 1: Alignment showing difference in isolates.

GpoU—1d
MB110

TTCAGCACTCTCICTGCTAGCTCAAGTAGTCCAACTGARARARTARAGGTGAGTCTGGUAAT
TTCAGCACTCTCTCTGCTAGCTCAAGTAGTCCAACCGAAAATAAAGGTGAGTCTGGCAAT




