Figure S2. Amplification curves of real-time PCR with and without WTB targeting each of the 12

missense mutations at KRAS codon 12 and 13
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Pane a to | show the amplification curves of real-time PCR with and without WTB targeting specific
MT-alleles at KRAS codons 12 and 13 as indicated (SP-5 to -16 QC plasmid). The target-specific
primers and corresponding mutation information are indicated in each panel of the image. The blue and
red line curves indicate PCR with and without WTB, respectively. The olive lines indicate the results

from the NTC mixture.



