@ §i|1293049|gb|U50764.1| Melilotus officinalis internal transcribed spacer 1, complete sequence
@ §i|3929841|emb|Z97662.1| Melilotus officinalis DNA for ITS1

@ i|345105345|gb|JF461309.1| Melilotus officinalis isolate 69/13 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial se
—— @ (i|300089245|gb|GU217598.1| Melilotus officinalis subsp. suaveolens 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partia
@ i|41386646|dbj|AB115777.1| Melilotus officinalis subsp. suaveolens gene for ITS1

@ (i[345105343|gb|JF461307.1| Melilotus officinalis isolate 69/7 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seq
@ §i|85724128|gb|DQ311985.1| Melilotus officinalis strain Margot Forde Forage Germplasm Centre Accession AL4383 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete se
@ (i[345105344|gb|JF461308.1| Melilotus officinalis isolate 69/2 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seq

— @ gi|345105349|gb|JF461313.1| Melilotus dentatus isolate 51/3 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequen

@ (i|345105351|gb|JF461315.1| Melilotus dentatus isolate 51/15 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seque

@ (i|345105350|gb|JF461314.1| Melilotus dentatus isolate 51/16 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seque
—— © @i|67078951|gh|DQ006009.1| Melilotus albus voucher Wells 5144 US 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial s

@ (i|345105354|gb|JF461318.1| Melilotus dentatus isolate 31/15 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seque

0i|297306035|dbj|AB546797.1| Melilotus albus gene for ITS1, 5.8S rRNA and ITS2, complete sequence, specimen_voucher: TUH:19700

_— @ gi|297306034|dbj|AB546796.1| Melilotus officinalis gene for ITS1, 5.8S rRNA and ITS2, complete sequence, specimen_voucher: TUH:7346
@ (i[345105347|gb|JF461311.1| Melilotus dentatus isolate 57/14 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seque
—— @ i|345105353|gb|JF461317.1| Melilotus dentatus isolate 31/3 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequen
0i|1293047|gb|U50762.1| Melilotus alba internal transcribed spacer 1, complete sequence
_{ @ (i[345105348|gb|JF461312.1| Melilotus dentatus isolate 57/10 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial seque
0i|85724127|gb|DQ311984.1| Melilotus alba strain Margot Forde Forage Germplasm Centre Accession AL1850 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence;

@ (i[345105352|gb|JF461316.1| Melilotus dentatus isolate 31/7 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequen

@ (i[345105346|gb|JF461310.1| Melilotus dentatus isolate 57/3 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequen
@ i|3929803|emb|Z97663.1| Melilotus italica DNA for ITS1

@ i|387865904|gb|IN115035.1| Melilotus indicus voucher SBB-0482 internal transcribed spacer 1, partial sequence; 5.8S ribosomal RNA gene, complete sequence; and internal transcribed spacer 2, partial sequence
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