S7 Fig. Comparison between simulated and experimental BIl percentages.
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Bll percentages were extracted from MDs (Bll%gfom mp) With ParmbscO.onr (left panels, blue points) or
CHARMM36 (right panels, red points) and compared with the corresponding values inferred from dPs (BI1%jom
~mr)- The vertical bars represent the error on BI1%g,, nwr. The correlation coefficients are given in Table 2 (text

section “Sequence-dependent BII propensities from simulations versus NMR.”.

From: Simulations meet experiment to reveal new insights into DNA intrinsic mechanics
Akli Ben Imeddourene, Ahmad Elbahnsi, Marc Guéroult, Christophe Oguey, Nicolas Foloppe, and Brigitte Hartmann



