
Supplemental data 
1. Sequences of the STAPs 

The 19 base long DNA binding site of the TALE is indicated in bold letters 
 
>PAGT582_1 
GGAGGTTATCACACTTGGTAATTTCCCCGCATAGCTGAACATCTATACAACACTCATCG
CGCGGAGAAACGCGCAACAAATTGGAGGCGCATTAATG 
 
>PAGT582_2  
GGAGCTTACGTAGCAGCACGGCCTCCCCGCATAGCTGAACATCTATATAAATCTTAGCC
CGACTGCACCGTGAGGAAAAGAGGGTTTATATATAATG 
 
>PAGT582_3  
GGAGGTCGTCAAATGATAAGTACTCCCCGCATAGCTGAACATCTATATAACGCAGCAAA
TGGTTGAAACGTATTAGCAACAGCTAAACCTTCGAATGT 
 
>PAGT582_4  
GGAGGCGTGTCGTTTTAGTGAGGTCCCCGCATAGCTGAACATCTATATAAGGTTTTGCT
ATTCATTGAAAGCAGTAGTGACTGATTTGTATATAATG 
 
>PAGT582_5  
GGAGGTTCTGTGGGTTTTTTGGGTCCCCGCATAGCTGAACATCTATATAATGAGAAACA
GGGGCAAATCCCCGAAAACAAATAACGCGAAGCAATG 
 
>PAGT582_7  
GGAGATGTGCCATGGTCGGGGGCTCCCCGCATAGCTGAACATCTATATAATCGGAATG
AATTGCAAATAGGGATGTTATAGGGTTATCTCGGCAATG 
 
>PAGT582_8  
GGAGAGATGATTGTTCGTAATATTCCCCGCATAGCTGAACATCTATATAAGAGACGAGC
TACCACGATAAGCGCAGCAAAAGACACATACGTTAATG 
 
>PAGT582_9  
GGAGGTGCCTTTTTAAAAGGGTTTCCCCGCATAGCTGAACATCTATATAAGAAACACGG
ACGCCGAAACCCCCCCGCCTAGTTGACTCTCCGGAATG 
 
>PAGT582_10  
GAGTGTGAACGTGGTGATGTGGTCCCCGCATAGCTGAACATCTATATAAAAACTGTAAC
AGAACTGCTGCTCAACTAGTCTCCAACTATATAAATG 
 
>PAGT582_13  
GGAGGTAAGTTCTGGCCTCTGGGTCCCCGCATAGCTGAACATCTATATAATAGGACAG
TAAGATATGCCAGACAATGTAGCACGTAGAACGGAAATG 
 
>PAGT582_14  
GGAGCACCTTGGAAAACAGGTGGTCCCCGCATAGCTGAACATCTATATAAGAAATTAGT
AACTACGCTTTCAAAGACATCTTAATTAATTAGAATG 
 
>PAGT582_15  
GGAGAGTGGGCGCGTTTGGTAAGTCCCCGCATAGCTGAACATCTATATAAATAAGCTG
CCTACGATTTAGCGCGACACAATTCGACGGTTGGAAATG 
 
>PAGT582_21  
GGAGGCCGTCGGGGGGGGGTCTGTCCCCGCATAGCTGAACATCTATATAATACCGGTT
ATCCAGCGACAACCGTCAATAACTTAACATTGAACAATG 
 



>PAGT582_23  
GGAGTTAAGTAGGCTGTTCTTATTCCCCGCATAGCTGAACATCTATATAAATAGCTCAGT
TGCCTTAAACGTAGACAGTCTATTACACTAATAAATG 
 
>PAGT582_24  
GGAGGTTTATACTTTCTCTAATTTCCCCGCATAGCTGAACATCTATATAAACTGGAACTT
TCACTGACCTGACAGTGCTTTCATTGACGCGCGAATG 
 
>PAGT582_25  
GGAGAAGCTCACCTGCATCCTTGTCCCCGCATAGCTGAACATCTATATAAAATTTATAC
ATTTAAACCAAACCCTATAAAATTTCTGTCCGCGAATG 
 
>PAGT582_29  
GGAGTAATGTACAGCTTCGCGGCTCCCCGCATAGCTGAACATCTATATAATAACTGTTC
TACATACTCTCGGATAAATAACGCAACTTAATATAATG 
 
>PAGT582_30  
GGAGTCCCGGATCCTGGTTTCACTCCCCGCATAGCTGAACATCTATATAAAACAAATCT
CGTCAAGCAAACCAATTACGATGGTCCGGGAAGGAATG 
 
>PAGT582_34  
GGAGGGGTGGGGGGGTTACCGTCTCCCCGCATAGCTGAACATCTATATAAAACCAATC
GACGACTCATTGGAATGCGTCCTGCTCCAAATAGCAATG 
 
>PAGT582_36 
GGAGCTGCAATGCTTACTGTTATTCCCCGCATAGCTGAACATCTATATAAAGGTTGAGA
AGTGGCACTTGCAATAATTGCCGGGCCCATGGGAAATG 
 
>PAGT582_37  
GGAGAGAGGTGGGTCGCGGGCATTCCCCGCATAGCTGAACATCTATATAAAAAGCAGT
TCATACGGGAACGCAGACTAGTCACGAAATTCCGCAATG 
 
>PAGT582_38  
GGAGGCGCGTTTGATTGGGGGGGTCCCCGCATAGCTGAACATCTATATAAAACTGATA
ACTTAGTCAGACTAGCAAATGCTCACAATACAAAGAATG 
 
>PAGT582_39 
GGAGGAACCGCGGTTCGGGAGCGTCCCCGCATAGCTGAACATCTATATAACAGGGGC
GGGATATGATATAGAAACACCAGGGTTAGTAACAAGAATG 
 
>PAGT582_40  
GGAGCAATGGCAGAGGGGTATGGTCCCCGCATAGCTGAACATCTATATAAAATTGGGA
CCTATGATAATGCTGTAGAACCTCATAAATGATGGAATG 
 
>PAGT582_41  
GGAGGGTTTGTTACCGTGTATTCTCCCCGCATAGCTGAACATCTATATAACGAGCGGTC
GAAAGCTTCAAAATTCAATGAGTAAGACCCCAACAATG 
 
>PAGT582_42  
GGAGTCTTGCCCATACTCAGTTCTCCCCGCATAGCTGAACATCTATATAATGTCTCTCG
AATGACACCGATACTTCGATTTAGCAGGCTGCCCAATG 
 
>PAGT582_43  
GGAGGCATTACGGGCGTAGTTTGTCCCCGCATAGCTGAACATCTATATAATCGACCAG
AGCAACGTTCTCGCCTAGGCGCGCCTTACCGGGAAAATG 
 



>PAGT582_44  
GGAGGTATCCCGAGGGCGAATGGTCCCCGCATAGCTGAACATCTATATAAGGCATCTG
GTTAGCAAGCCTCACCAGCCGTGAACAATATAATCAATG 
 
>PAGT582_45  
GGAGTCAGAGTGTGGTCGTGTTTTCCCCGCATAGCTGAACATCTATATAAGTTTACACC
TGCCCGACCTATTCCTTGATGAGCTCGCGCACCGAATG 
 
>PAGT582_47  
GGAGCACTTAGGTTAACTGCGCGTCCCCGCATAGCTGAACATCTATATAAGGAACAGA
CGGCTAACCCATCAATGGAACAACGAACGGCCCATAATG 
 
>PAGT582_48  
GGAGTGGTTTTAGCACAGACAACTCCCCGCATAGCTGAACATCTATATAAGGAACCGAC
TCTCTCCCGCCCCCGACACAGGACCCCCTCTGGTAATG 
 
>PAGT582_52  
GGAGCATGCTGGGGTTGGAGGGGTCCCCGCATAGCTGAACATCTATATAACCCGGCC
CCTCAATTAACCCTGCTCAAAGCCAAAGCAACAATCAATG 
 
>PAGT582_53  
GGAGTGGGCTGAGGGGGACGGGTTCCCCGCATAGCTGAACATCTATATAACCCAACGT
GAGATCACGTTTACAATACTCGTCTTGACTGACACAATG 
 
>PAGT582_54  
GGAGGGCATGAGGTTAGCTAGTTTCCCCGCATAGCTGAACATCTATATAATGAATGTGT
GAGAAGCTTTGACAAGCTTCGCCCAGCGGCCCTAAATGT 
 
>PAGT582_56  
GGAGATATTCCTCGGCTGTCACTTCCCCGCATAGCTGAACATCTATATAATCAAATTCCT
AGGGGCTGCCATGGTTACCCCTTGCTATGTAGCAATG 
 
>PAGT582_58  
GAGTGCGGGGAGTTGGTATGGGTCCCTGCATAGCTGAACATCTATATAAATAACGGCC
CTGAGTGTCGCTAGCAAATGCACCAAACCAACTCAATG 
>PAGT582_60  
GGAGCGATATGTTTAATCGGCATTCCCCGCATAGCTGAACATCTATATAAATCCGCGCC
TTAAATACGGTTGTTTGCCTATTTTGAGCGAGTAAATG 
 
>PAGT582_62  
GGAGTATTGGTCCACTTGCTCCGTCCCCGCATAGCTGAACATCTATATAACGCAGAAAC
CTCGCAACTGACGTTCCGATTGCGATAAACACACAATG 
 
>PAGT582_65  
GGAGTTGTAAACTCCAGGTTAGATCCCCGCATAGCTGAACATCTATATAAATCGCCCAT
TGCCCAGGACACGCAACCCTGCAACAATCAGTACAATG 
 
>PAGT582_69  
GGAGCCCTTGCTATGACGATGCCTCCCCGCATAGCTGAACATCTATATAAAAATTCCAT
AACGTACAGAACGAAGAACGGACCCATATACAATAATG 
 
>PAGT582_73  
GGAGGCGCGGGCAGGGGTTGGGTTCCCCGCATAGCTGAACATCTATATAATCACCCAA
CGCCGCATGCAACAACTAGTAACAAGGCCATTGAGAATG 
 
 



>PAGT582_78  
GGAGCTTTTTACGGGGCACCTGTTCCCCGCATAGCTGAACATCTATATAACAAAATAAC
AGATTGTCTGTCCAAGAGGCAGACATTCGTTCATAATG 
 
 

2. Sequences of the primers used for quantitative gene expression analysis 
 

NsCBTS2a-1106F, 5’- CGATCCAAAGATGGGACGA-3’, 
NsCBTS2a-1257R, 5’- CATCTCTTTTTTCGCATAGTAGATGT-3’, 
NtGGPPS2-85F, 5’- CCTCCACAGAGACATTCTTATAGTTTC-3’, 
NtGGPPS2-227R, 5’- TCAAAGTCAAACTTAGGCAAGATG-3’, 
SlDXS2-556F, 5’- AGCATCTCCGCTGGTCTT-3’, 
SlDXS2-699R, 5’- CGAGTCAAGGAATCCTGCAT-3’. 
 

 
 


