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Supplementary Figure S1: Structure of MET.
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Multiplexed fusion transcript analysis using tumor specimens
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Multiplexed fusion transcript analysis using patient derived cell lines
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www.impactjournals.com/oncotarget/

Oncotarget, Supplementary Materials 2015

PHA665752 Cabozantinib (XL184)
120 - 120 -
100 - M 100 - L
g 80 - g 80 -
Z Z
S 60 - 3 60 -
K] s
2 2
T 40 - 8 40 -
20 - 20 -
0 - - ﬂﬂ 0 e e
- 125 5 10 - 125 5 10 (uM) - 12525 5 10 - 12525 5 10 (uM)
GC PDC CRC PDC GC PDC CRC PDC
CRC PDC
120 -
T I
100 - L = T
g 80
F
S 60 -
8
2
S 40 |
20 -
0 - L LD
- 00101 1 10 - 01 1 10 100
Lapatinib (uM) Cetuximab (ug/ml)

Supplementary Figure S3: The anti-tumor efficacy of PHA665752, cabozantinib and anti-EGFR targeted drug in

METex14 GC & CRC PDCs.
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Supplementary Figure S4: The anti-tumor efficacy of anti-MET treatment in esophageal cancer, melanoma PDCs.
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Supplementary Figure S5: Exon 14 and flanking intron of MET gene with ¢.3082+811 site (red bar) in chromosome 7.

Supplementary Table S1: Nanostring probe design.

Supplementary Table S2: METex14 in COSMIC and TCGA lung adenocarcinomas data.



