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Supplementary Figure S1. Identification of the optimal MOI for serotype comparison. (A) FACS analysis of the cardiac differentiated iPSCs transduced
with AAV6 and 8 expressing GFP. (B) Mean fluorescence intensity of GFP+/cTnT+and GFP—/cTnT— populations. Y axis is in log scale. AAV, adeno-
associated virus; cTnT, cardiac troponin T; FACS, fluorescence-activated cell sorting; GFP, green fluorescence protein; iPSCs, induced pluripotent stem cells;

MOI, multiplicity of infection.




