
Primer Name Sequence (5`-3`) 

qRT-PCR 

cFos Promoter E2BS for AAGCTGGTCTCGAACTCCTG 

cFos Promoter E2BS rev  CCATGACTGCCATTCACAAC 

cFos Promoter AP1BS -4756 for GTGGCATGTGTGTGTGTGTG 

cFos Promoter AP1BS -4756 rev  TCCACAATTCCTGTGGGACT 

cFos Promoter FAP1 -249 for GAGCAGTTCCCGTCAATCC 

cFos Promoter FAP1 -249 rev  AGCATTTCGCAGTTCCTGTC 

Alpha-tubulin o.c. for GCTTCTTGGTTTTCCACAGC 

Alpha-tubulin o.c. rev GGTGGTGAGGATGGAGTTGT 

PGK (human) sense CTGTGGGGGTATTTGAATGG [1] 

PGK (human) antisense  CTTCCAGGAGCTCCAAACTG  [1] 

cFos  o.c. for CTTCCTGTTCCCAGCATCAT 

cFos  o.c. rev GGGGTAGGTGAAGACCAAGG 

EMSA 

dAP CRPV URR WT sense GCATGCGATGACACATTACAC 

dAP WT CRPV URR comp CGTACGCTACTGTGTAATGTG 

dAP CRPV URR mut sense GCATGCGACATATGTTACAC 

dAP CRPV URR mut comp CGTACGCTGTATACAATGTG 

Cloning 

AP-MMP9 rev TCGACTGACTCATGACTCATGACTCATGACTCATGACTCATGACTCATGACTCAA 

AP-MMP9 for AGCTTTGAGTCATGAGTCATGAGTCATGAGTCATGAGTCATGAGTCATGAGTCAG 

AP-CRE for AGCTTTGACGTCATGACGTCATGACGTCATGACGTCATGACGTCATGACGTCATGACGTCAG 

AP-CRE rev TCGACTGACGTCATGACGTCATGACGTCATGACGTCATGACGTCATGACGTCATGACGTCAA 

dAP-CRPV for AGCTTTGACACATGACACATGACACATGACACATGACACATGACACATGACACAG 

dAP-CRPV rev TCGACTGTGTCATGTGTCATGTGTCATGTGTCATGTGTCATGTGTCATGTGTCAA 

pAP-CRPV for GCTTTGACTCATGACTCATGACTCATGACTCATGACTCATGACTCATGACTCAG 

pAP-CRPV rev TCGACTGAGTCATGAGTCATGAGTCATGAGTCATGAGTCATGAGTCATGAGTCAA 

mdAP1-CRPV for GCACCCGGTGGCATGCGACATATGTTACACAGTAAGCCTTGAGAG 

mdAP1-CRPV rev CTCTCAAGGCTTACTGTGTAACATATGTCGCATGCCACCGGGTGC 

mpAP1-CRPV for GGTGTGCATGACTGTAAGTATGCGGCCGCCACCGCATGCGGTGTTATG 

mpAP1-CRPV rev CATAACACCGCATGCGGTGGCGGCCGCATACTTACAGTCATGCACACC 
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Primer Name Sequence (5`-3`) 

shBrd4-1 for GATCCCCTGAGCACAATCAAGTCTAATTCAAGAGATTAGACTTGATTGTGCTCATTTTTG 

shBrd4-2 for GATCCCCGCGCTTGGAAAACAACTATTTCAAGAGAATAGTTGTTTTCCAAGCGCTTTTG 

shMEK1-1 for GATCCCCGGATCAAGTCCTGAAGAAAttcaagagaTTTCTTCAGGACTTGATCCTTTTTA 

shMEK1-2 for GATCCCCAGCTTATTCACCTGGAGATttcaagagaATCTCCAGGTGAATAAGCTTTTTTA 
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