
Additional file 5 — Reference topology for the OrthoMaM data
set

For the OrthoMaM data set, the reference topology follows the Atlantogenata hypothesis (e.g., [Mor-
gan et al. 2013]) and the Laurasiatheria intra-order placements of Romiguier et al. [Romiguier et al.
2013]. In Newick format this topology is given by:

(Ornithorhynchus,(((((((((Mus,Rattus),Dipodomys),Cavia),Ictidomys),(Ochotona,Oryctolagus)),
(((Otolemur,Microcebus),(Tarsius,(Callithrix,(Macaca,(Nomascus,(Pongo,(Gorilla,(Pan,Homo)))
))))),Tupaia)),(((((Felis,(Canis,(Ailuropoda,Mustela))),Equus),(Myotis,Pteropus)),
(((Bos,Tursiops),Sus),Vicugna)),(Sorex,Erinaceus))),(((Loxodonta,Procavia),Echinops),
(Dasypus,Choloepus))),(Monodelphis,(Macropus,Sarcophilus))));
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Figure 10 – OrthoMaM data set reference topology.
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