


A
Species Orangutan Total # reads # Reads FW # Reads RV # Reads obtained # Reads unassigned # Reads obtained # Reads unassigned
Poab PPY1 9541 4190 5351 220 42 2990 261

Jinjing 9765 4366 5399 205 21 2896 356
Guchi 11983 5365 6618 206 4 3158 342

Popy Jago 10344 4389 5955 205 11 2768 431
Katja 8863 3840 5023 178 8 2640 303
Total # reads 50496 22150 28346 1014 86 14452 1693

B
Species Orangutan Allele        (C/T) 1st Amplicon 2nd Amplicon 1st Amplicon 2nd Amplicon Average (%) 1st Amplicon 2nd Amplicon 1st Amplicon 2nd Amplicon Average (%)

Poab PPY1 A*08:01      (C) 31 38 37,35 40,00 38,67 685 532 51,50 38,03 44,77
A*06:01      (C) 28 27 33,73 28,42 31,08 448 465 33,68 33,24 33,46
B*04:01:02 (T) 14 14 16,87 14,74 15,80 107 159 8,05 11,37 9,71
B*10:01      (C) 10 14 12,05 14,74 13,39 67 170 5,04 12,15 8,59
B*05:01      (T) 0 2 0,00 2,11 1,05 6 41 0,45 2,93 1,69
B*08:04      (C) 0 0 0 0 0,00 10 17 0,75 1,22 0,98
B*08:01      (C) 0 0 0 0 0,00 7 15 0,53 1,07 0,80
B*03:01      (C) 0 0 0 0 0,00 0 0 0,00 0,00 0,00

Jinjing A*09:01      (C) 30 33 33,71 34,74 34,22 418 496 32,76 39,24 36,00
A*04:01      (C)   26 26 29,21 27,37 28,29 325 389 25,47 30,78 28,12
B*01:01      (T) 13 12 14,61 12,63 13,62 207 166 16,22 13,13 14,68
B*02:01      (T) 8 12 8,99 12,63 10,81 201 127 15,75 10,05 12,90
B*08:02      (C) 12 12 13,48 12,63 13,06 99 70 7,76 5,54 6,65
B*03:02      (C) 0 0 0,00 0,00 0,00 7 4 0,55 0,32 0,43
C*02:01      (C) 0 0 0,00 0,00 0,00 19 12 1,49 0,95 1,22

Guchi A*03:01      (C) 32 25 32,00 24,51 28,25 680 701 45,95 52,47 49,21
B*06:01      (C) 27 30 27,00 29,41 28,21 295 256 19,93 19,16 19,55
B*04:01:01 (T) 15 19 15,00 18,63 16,81 198 152 13,38 11,38 12,38
B*02:01      (T) 9 14 9,00 13,73 11,36 149 132 10,07 9,88 9,97
B*08:03      (C) 10 10 10,00 9,80 9,90 80 58 5,41 4,34 4,87
B*08:01      (C) 7 4 7,00 3,92 5,46 49 35 3,31 2,62 2,97
B*03:03      (C) 0 0 0,00 0,00 0,00 5 0 0,34 0,00 0,17
C*02:01      (C) 0 0 0,00 0,00 0,00 24 2 1,62 0,15 0,89

Popy Jago A*01:02      (C) 23 25 23,71 25,77 24,74 333 377 26,41 35,04 30,72
A*05:01      (C) 22 20 22,68 20,62 21,65 326 284 25,85 26,39 26,12
B*13:01      (T) 20 16 20,62 16,49 18,56 299 229 23,71 21,28 22,50
B*11:01      (C) 13 20 13,40 20,62 17,01 188 115 14,91 10,69 12,80
B*08:07      (C) 11 11 11,34 11,34 11,34 53 45 4,20 4,18 4,19
B*08:02      (C) 8 5 8,25 5,15 6,70 59 26 4,68 2,42 3,55
B*03:03      (C) 0 0 0,00 0,00 0,00 3 0 0,24 0,00 0,12

Katja A*06:01      (C) 33 33 41,25 36,67 38,96 387 515 42,86 35,91 39,39
A*05:02      (C) 24 25 30,00 27,78 28,89 320 404 35,44 28,17 31,81
B*04:02      (T) 14 18 17,50 20,00 18,75 152 338 16,83 23,57 20,20
B*05:02      (T) 4 6 5,00 6,67 5,83 25 65 2,77 4,53 3,65
B*08:02      (C) 5 8 6,25 8,89 7,57 17 54 1,88 3,77 2,82
B*03:03      (C) 0 0 0,00 0,00 0,00 2 22 0,22 1,53 0,88
C*02:03      (C) 0 0 0,00 0,00 0,00 0 36 0,00 2,51 1,26
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Stringent filtering data Less stringent filtering data
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Figure S2. Next generation sequencing data. (A) The total number of reads obtained for the orangutans, and the numbers analyzed for the 
stringent and the less stringent filtering's. Poab and Popy signify Pongo abelli and Pongo pygmaeus, respectively. # Indicates number; FW 
indicates forward; RV indicates reverse. (B) Distribution of the number of reads detected per MHC allele in each orangutan for the stringent 
and the less stringent filtering’s. From these data the percentage transcription is calculated, and the average percentage transcription is provided 
(see also Fig. 3). In the third column the distribution of the bases C and T at position 175 in the orangutan MHC class I sequences is indicated. 
           






