A. Alignment for H. erato at the Mpi locus

#NEXUS
BEG N DATA;

DI MENSI ONS  NTAX=74 NCHAR=607,

FORVAT DATATYPE=DNA M SSI NG=? GAP=-

MATRI X

[

[
CHE2A Cl140_A

50]

[ 50]
CHE2B_Cl140 B
[ 50]
CHE4A_C201 A
[ 50]
CYRLA N588_A
[ 50]
CYRLB_N588_B

[ 50]
CYR2A C2861#1

[ 50]
CYR2B_C2861#2

[ 50]
CYR3A PRO3_A

[ 50]
CYR3B_PRO3_B

[ 50]
CYRSA PR31_A

[ 50]
CYRS5B_PR31_B

[ 50]
CYRGA PR43_A

[ 50]
CYR6B_PR43_B

[ 50]
PET1A N7153_A

[48]
PET1B_N7153_B

[49]
PET3A N7183_A

[ 50]
PET3B_N7183_B
[ 48]
PET4A C2980_A
[ 49]
PET4B_C2980 B
[ 46]
PET7A PR26_A

[ 50]
PET7B_PR26_B
[ 50]
HYCORA C455_A
[ 50]
HYCORB_C455_B
[ 48]
HYCOBA C456_A
[ 46]
HYCOBB_C456_B
[ 46]
HYCO4A C457_A
[49]
HYCO4B_C457_B
[ 48]
HYTT1A TTO5 A

[ 50]
HYTT1B_TTO5 B
[ 50]

10

MATCHCHAR=.

20

30

| NTERLEAVE ;

40

-]
TTTATCTATT CAGGCTCATC CAACTAAGGT ATGTATCTAA ATAAAAATTT



HYTT4A TT12_A
[ 48]
HYTT4B_TT12_B
[ 48]
HYFGLA C420_A
[ 48]
HYFG2A_C440_A
[ 48]
HYFG3A C442_A
[ 50]
HYFG4A CA44_A

EMMLA_JMA43_A
[ 48]
EMVLB_JMWi43_B
[ 48]
EMVRA_JML105_A
[ 48]
EMVRB_JML105_ B

ETY2A_N101_A

[ 49]
ETY2B_N101_B

[ 50]
ETY3A_PRO5_A

[ 50]
ETY3B_PRO5_B

[47]
ETY4A_PRO6_A

[ 48]
ETY4B_PR06_B

[ 48]
FAVIA JW488_A

[47]
FAV2A JNB8B3_A

[48]
FAVAA_JML908_A

[48]
LAT1A N2239 A

[ 48]
LAT2A_Y30_A

[ 48]
LAT2B_Y30_B

[ 48]
LAT3A Y31 A

[ 50]
LAT3B_ Y31 B

[ 48]
LAT4A Y34 A

[ 49]
LAT4B_Y34 B

[ 49]
NOT1A PR12_A

[ 48]
NOT3A_PR15 A

[ 50]
NOT3B_PR15 B

[ 48]
NOT4A _PR114_A

[ 50]
NOT4B_PR114_B

[ 48]
H MLA_N620_A

[ 50]



H MRA_C2842 1
[ 50]
H MBA_PR18_A
[ 49]
H MBB_PR18_B
[ 50]
H MIA_PR19 A
[ 50]
H MBA_PR45_A
[ 50]
H M6B_PR45_B
[ 50]
H MBA_JMVB21_A
[ 50]
HTELESI PHE_N11
[ 48]
HCLYSONI MUS_C3037
[ 48]

100]
[

CHE2A Cl140_A

[ 88]
CHE2B_Cl140 B

[ 88]
CHE4A_C201 A

[ 88]
CYRLA N588_A

[87]
CYRLB_N588_B

[87]
CYR2A_C2861#1

[ 88]
CYR2B_C2861#2

[ 88]
CYR3A PRO3_A

[ 88]
CYR3B_PRO3_B

[ 88]
CYR5A _PR31_A

[87]
CYRS5B_PR31_B

[ 88]
CYRG6A PR43_A

[ 88]
CYR6B_PR43_B

[ 88]
PET1A N7153_A

[87]
PET1B_N7153_B

[87]
PET3A N7183_A

[ 86]
PET3B_N7183_B

[87]
PET4A C2980_A

[87]
PET4B_C2980 B

[ 77]
PET7A _PR26_A

[87]
PET7B_PR26_B

[ 88]
HYCORA C455_A

[87]
HYCORB_C455_B

[ 90]
HYCOBA C456_A

[81]
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HYCG3B_CA456_B

HYTT1A _TTO5_A
[87]
HYTT1B_TT05_B
[87]
HYTT4A_TT12_A
[ 89]
HYTT4B_TT12_B
[ 88]
HYFGLA_C420_A
[ 89]
HYFG2A_C440_A
[87]
HYFG3A_C442_A
[ 88]
HYFG4A_CA44_A
[87]
ERALA C347_A
[ 88]
ERA2A_C348 A
[ 85]
EMMLA_JMA43_A
[ 88]
EMVLB_JMi43_B
[ 88]
EMVRA_JML105_A
[87]
EMV2B_JML105_B

ETY2A_N101_A

[ 86]
ETY2B_N101_B

[ 88]
ETY3A_PRO5_A

[87]
ETY3B_PR0O5_B

[ 85]
ETY4A_PRO6_A

[ 88]
ETY4B_PR06_B

[ 88]
FAVIA JMA88_A

[ 84]
FAV2A_JVB83_A

[ 90]
FAV4A_JML908_A

[90]
LATIA_N2239_A

[ 88]
LAT2A_Y30_A

[ 89]
LAT2B_Y30_B

[ 89]
LAT3A_Y31_A

[ 88]
LAT3B_Y31_B

[87]
LAT4A_Y34_A

[ 88]
LAT4B_Y34_B

[ 91]
NOT1A PR12_A

[89]

-------------- CAA. .
S C e e C
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NOT3A_PR15_A
[ 88]

NOT3B_PR15 B
[ 89]

NOT4A _PR114_A
[ 88]

NOT4B_PR114_B
[ 85]

H MLA_N620_A
[ 88]

H MRA_C2842 1
[ 88]

H MBA_PR18_A
[ 89]

H MBB_PR18_B
[ 88]

H MIA_PR19 A
[ 88]

H MBA_PR45_A
[ 87]

H M6B_PR45 B
[87]

H MBA_JMVB21_A
[ 87]

HTELESI PHE_N11
[ 89]

HCLYSONI MUS_C3037

[ 88]

150]
[

CHE2A Cl140_A

[ 134]
CHE2B_Cl140 B

[ 134]
CHE4A_C201 A

[ 134]
CYRLA N588_A

[137]
CYRLB_N588_B

[137]
CYR2A_C2861#1

[ 134]
CYR2B_(C2861#2

[ 138]
CYR3A PRO3_A

[ 138]
CYR3B_PRO3_B

[ 138]
CYR5A _PR31_A

[137]
CYRS5B_PR31 B

[ 134]
CYRG6A PR43_A

[ 134]
CYR6B_PR43_B

[ 138]
PET1A N7153 A

[ 133]
PET1B_N7153 B

[ 137]
PET3A N7183_A

[ 136]
PET3B_N7183_B

[ 133]
PET4A C2980 A

[ 137]
PET4B_C2980 B

[ 123]

S AA -----
S AA -----
R GA -----
S A -----
110



PET7A_PR26_A

[137]
PET7B_PR26_B

[ 138]
HYCCRA CA55_A

[137]
HYCCRB_C455_B

[ 136]
HYCCBA CA56_A

[127]
HYCCBB_C456_B

[127]
HYCO4A C4A57_A

[ 136]
HYCO4B_C457_B

[ 139]
HYTT1A TTO5 A

[137]
HYTT1B_TT05 B

[137]
HYTT4A TT12_A

[ 135]
HYTT4B_TT12_B

[ 138]
HYFGLA C420 A

[ 135]
HYFG2A_C440_A

[ 133]
HYFG3A C442_A

[ 138]
HYFG4A CA44_A

[ 137]
ERALA C347_A

[ 134]
ERA2A C348_A

[ 135]
EMMLA_JMa43_A

[ 138]
EMVLB_JM443_B

[ 138]
EMVRA_JML105_A

[133]
EMVRB_JML105_B

[138]
ETY1A N27_A

[ 135]
ETY1B N27 B

[ 135]
ETY2A_N101 A

[ 136]
ETY2B_N101_B

[ 138]
ETY3A_PRO5_A

[137]
ETY3B_PRO5_B

[ 131]
ETY4A_PRO6_A

[ 134]
ETY4B_PR06_B

[ 134]
FAVIA JW488_A

[ 130]
FAV2A_JMB83_A

[ 136]
FAVAA_JML908_A

[ 136]
LAT1A N2239 A

[ 134]
LAT2A_Y30_A

[ 135]
LAT2B_Y30_B

[ 135]



LAT3A Y31 _A
[ 134]
LAT3B_ Y31 B
[137]
LAT4A Y34 A
[138]
LAT4B_Y34 B
[ 141]
NOT1A PR12_A
[ 135]
NOT3A_PR15 A
[ 138]
NOT3B_PR15_B
[ 135]
NOT4A _PR114_A
[ 138]
NOT4B_PR114_B
[ 135]
H MLA_N620_A
[ 138]
H MRA_C2842_1
[ 138]
H MBA_PR18_A
[ 139]
H MBB_PR18_B
[ 138]
H MIA_PR19 A
[ 138]
H MBA_PR45_A
[137]
H M6B_PR45_B
[137]
H MBA_JMB21_A
[137]
HTELESI PHE_N11
[ 139]

HCLYSONI MUS_C3037

[ 138]

200]
[

CHE2A Cl140_A
[167]
CHE2B_Cl140 B
[167]
CHE4A_C201 A
[167]
CYRLA N588_A
[170]
CYRLB_N588_B
[170]
CYR2A_C2861#1
[167]
CYR2B_C2861#2
[171]
CYR3A PRO3_A
[171]
CYR3B_PRO3_B
[171]
CYRSA _PR31_A
[170]
CYRS5B_PR31 B
[167]
CYR6A PR43_A
[167]
CYR6B_PR43_B
[171]
PET1A N7153 A
[ 166]
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............... TCTT. .......... T
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PET1B_N7153_B
[170]
PET3A N7183_A
[ 169]
PET3B_N7183_B
[ 166]
PET4A_C2980_A
[ 170]
PET4B_C2980_B
[ 156]
PET7A_PR26_A
[ 170]
PET7B_PR26_B
[171]
HYCCRA CA55_A
[ 170]
HYCCRB_C455_B
[ 169]
HYCCBA C456_A
[ 160]
HYCCBB_C456_B
[ 160]
HYCO4A CA57_A
[ 169]
HYCO4B_C457_B
[172]
HYTT1A TTO5 A
[ 170]
HYTT1B_TT05 B
[ 170]
HYTT4A TT12_A
[ 168]
HYTT4B_TT12_B
[171]
HYFGLA C420 A
[ 168]
HYFG2A_C440_A
[ 166]
HYFG3A C442_A
[171]
HYFG4A CA44 A
[ 170]
ERALA C347_A
[167]
ERA2A C348_A
[ 168]
EMMLA_JMA43_A
[171]
EMVLB_JW443_B
[171]
EMVRA_JML105_A
[ 166]
EMVRB_JML105_B
[171]
ETY1A N27_A
[ 168]
ETY1B N27 B
[ 168]
ETY2A_N101 A
[ 169]
ETY2B_N101_B
[171]
ETY3A_PRO5_A
[ 170]
ETY3B_PRO5_B
[ 164]
ETY4A_PRO6_A
[167]
ETY4B_PR06_B
[167]
FAVIA JW488_A
[ 163]



FAV2A_JMB8B3_A
[169]

FAVAA_JML908_A
[ 169]

LAT1IA N2239_A
[167]

LAT2A_Y30_A
[ 168]

LAT2B_Y30_B
[ 168]

LAT3A_Y31_A
[167]

LAT3B_Y31_B
[170]

LAT4A Y34_A
[171]

LAT4B_Y34_B
[174]

NOT1A PR12_A
[ 168]

NOT3A_PR15_A
[170]

NOT3B_PR15_B
[ 168]

NOT4A_PR114_A
[171]

NOT4B_PR114_B
[ 185]

H MLA_N620_A
[171]

H M2A_C2842_1
[171]

H MBA_PR18_A
[172]

H MBB_PR18_B
[171]

H MAA_PR19_A
[171]

H MbA_PR4A5_A
[170]

H MbB_PR45_B
[170]

H M6A_JM621_A
[170]

HTELESI PHE_N11
[172]

HCLYSONI MUS_C3037

[171]

250]
[

CHE2A_C140_A
[210]
CHE2B_C140_B
[210]
CHE4A_C201_A
[ 210]
CYRLA_N588_A
[213]
CYR1B_N588_B
[213]
CYR2A_C2861#1
[210]
CYR2B_C2861#2
[ 214]
CYR3A_PRO3_A
[ 214]
CYR3B_PRO3_B
[ 214]

T...... A
T...... A
RT...... A
T...... A
T...... A



CYRSA_PR31_A S G-- -----..... ToO AL

[ 213]

CYRSB PRB1 B e e e
[ 210]

CYRBA PRA3 A i e e e
[ 210]

CYR6B_PR43_B T A ce e CTA L
[ 214]

PET1A N7153_A G ce e G
[ 209]

PET1B_N7153_B B Gom e CTA L
[ 213]

PET3A N7183_A B Gom e .. T...C...
[212]

PET3B_N7183_B G e e cee-
[ 205]

PET4A_C2980_A T TG CT AGAAT..... CTA L
[ 220]

PET4B_C2980_B G ce e G
[ 199]

PET7A_PR26_A T CC...... Gom e
[ 213]

PET7B_PR26_B B Gom e
[ 214]

HYCORA_C455_A B Gom e .. T...C
[ 213]

HYCO2B_C455_B N AL e e
[ 212]

HYCOBA _C456_A B ce e T...C
[ 203]

HYCO3B_C456_B B ce e T...C
[ 203]

HYCO4A C457_A T .G ..TG CT AGAAT..... CTA L
[ 219]

HYCO4B_C457_B B Gom e LTA
[ 215]

HYTT1A TTO5 A B Gom e T...C
[ 213]

HYTT1B_TT05 B B Gom e T...C
[ 213]

HYTT4A TT12_A N T e
[ 207]

HYTT4B_TT12_B B Gom e .GT...C...
[ 214]

HYFGLA C420 A G ce e G
[ 211]

HYFG2A_C440_A G e e cee-
[ 205]

HYFG3A C442_A B Gom e CTA L
[ 214]

HYFG4A CA44 A B Gom e .. T...C...
[ 213]

ERALA C347_A G e e cee-
[ 206]

ERA2A C348_A B Gom e .GT...C...
[211]

EMMLA_JMA43_A B ce e AT...C..
[ 214]

EMVLB_JMWi43_B T A ce e AT...C..
[ 214]

EMVRA_JML105_A G ce e G
[ 209]

EMVRB_JML105_B Gl i .G .. G cmme- e e .
[ 204]

ETY1A N27_A N AL e e G..
[ 211]

ETY1B N27 B N AL e e G..
[ 211]

ETY2A_N101_A T TG -- woomm .
[212]

ETY2B_N101_B B Gom e T...A

[ 214]



ETY3A_PRO5_A

[ 213]
ETY3B_PRO5_B

[ 207]
ETY4A_PRO6_A

[ 206]
ETY4B_PRO6_B

[ 206]
FAVIA JW488_A

[ 206]
FAV2A_JMB83_A

[212]

FAVAA_JML908_A

[212]
LAT1A N2239 A

[ 210]
LAT2A_Y30_A

[ 207]
LAT2B_Y30_B

[ 211]
LAT3A Y31 _A

[ 210]
LAT3B Y31 B

[ 213]
LAT4A Y34 A

[ 214]
LAT4B_ Y34 B

[ 214]
NOT1A _PR12 A

[211]
NOT3A_PR15 A

[ 213]
NOT3B_PR15_B

[ 211]
NOT4A _PR114_A

[ 214]
NOT4B_PR114_B

[ 228]
H MLA_N620_A

[ 214]
H MRA_C2842_1

[ 214]
H MBA_PR18_A

[ 215]
H MBB_PR18_B

[ 214]
H MIA_PR19 A

[ 214]
H MBA_PR45_A

[ 213]
H M6B_PR45_B

[ 213]
H MBA_JMVB21_A

[ 213]

HTELESI PHE_N11

[ 215]

HCLYSONI MUS_C3037

[ 214]

300]
[

CHE2A C140_A
[ 260]

CHE2B_C140_B
[ 260]

CHE4A C201_A
[ 260]

CYRLA N588 A
[ 263]

C.... ----



CYRIB_N588_B
[ 263]
CYR2A C2861#1
[ 260]
CYR2B_C2861#2
[ 264]
CYR3A PRO3_A
[ 264]
CYR3B_PRO3_B
[ 264]
CYRSA PR31_A
[ 263]
CYRS5B_PR31_B
[ 260]
CYR6A PR43_A
[ 260]
CYR6B_PR43_B
[ 264]
PET1A N7153_A
[ 255]
PET1B_N7153_B
[ 260]
PET3A N7183_A
[ 262]
PET3B_N7183_B
[ 226]
PET4A_C2980_A
[ 270]
PET4B_C2980_B
[ 245]
PET7A_PR26_A
[ 263]
PET7B_PR26_B
[ 264]
HYCCRA CA55_A
[ 263]
HYCCRB_CA55_B
[ 260]
HYCCBA C456_A
[ 253]
HYCCBB_C456_B
[ 253]
HYCO4A C457_A
[ 269]
HYCO4B_C457_B
[ 265]
HYTT1A TT05 A
[ 263]
HYTT1B_TT05 B
[ 263]
HYTT4A TT12_A
[ 228]
HYTT4B_TT12_B
[ 264]
HYFGLA C420 A
[ 257]
HYFG2A_C440_A
[ 226]
HYFG3A C442_A
[ 261]
HYFG4A CA44 A
[ 263]
ERALA C347_A
[ 227]
ERA2A C348_A
[ 261]
EMMLA_JMA43_A
[ 264]
EMVLB_JMWi43_B
[ 264]
EMVRA_JML105_A
[ 255]
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EMVRB_JML105_B

[ 254]
ETY1A N27_A

[ 261]
ETY1B N27 B

[ 261]
ETY2A_N101_A

[ 262]
ETY2B_N101_B

[ 261]
ETY3A_PRO5_A

[ 263]
ETY3B_PRO5_B

[ 257]
ETY4A_PRO6_A

[ 227]
ETY4B_PR06_B

[ 227]
FAVIA JW488_A

[ 256]
FAV2A_JMB83_A

[ 260]
FAVAA_JML908_A

[ 260]
LAT1A N2239 A

[ 258]
LAT2A_Y30_A

[ 228]
LAT2B_Y30_B

[ 259]
LAT3A Y31 _A

[ 260]
LAT3B_ Y31 B

[ 263]
LAT4A Y34 A

[ 261]
LAT4B_Y34 B

[ 264]
NOT1A _PR12 A

[ 259]
NOT3A_PR15 A

[ 260]
NOT3B_PR15_B

[ 261]
NOT4A _PR114_A

[ 261]
NOT4B_PR114_B

[277]
H MLA_N620_A

[ 264]
H MRA_C2842_1

[ 264]
H MBA_PR18_A

[ 265]
H MBB_PR18_B

[ 264]
H MIA_PR19 A

[ 264]
H MBA_PR45_A

[ 263]
H M6B_PR45_B

[ 263]
H MBA_JMVB21_A

[ 263]
HTELESI PHE_N11

[ 265]
HCLYSONI MUS_C3037

[ 264]

350]
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CHE2A C140_A TTTAAATAAT TTTCATGATA TGAGATGCTC TATTAAACAA ATGTAATAAA
[ 310]

CHE2B CLA0 B ettt e s
[ 310]

CHEAA C201 A e e
[ 310]

CYRLA N588 A CC e e TA........ C...T......
[312]

CYRLB_N588_B CC e e TA........ C...T......
[312]

CYRZA C286LHL oot e s
[ 310]
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PET1A N7153_A
[ 495]
PET1B_N7153_B
[ 509]
PET3A N7183_A
[512]
PET3B_N7183_B
[ 484]
PET4A_C2980_A
[511]
PET4B_C2980_B
[ 486]
PET7A_PR26_A
[513]
PET7B_PR26_B
[514]
HYCCRA CA55_A
[513]
HYCCRB_CA55_B
[ 505]
HYCCBA C456_A
[ 502]
HYCCBB_C456_B
[ 502]
HYCO4A CA57_A
[ 519]
HYCO4B_CA57_B
[ 514]
HYTT1A TTO5 A
[512]
HYTT1B_TT05 B
[513]
HYTT4A TT12_A
[472]
HYTT4B_TT12_B
[ 507]
HYFGLA C420 A
[ 501]
HYFG2A_C440_A
[ 473]
HYFG3A C442_A
[511]
HYFG4A CA44 A
[ 513]
ERALA C347_A
[ 496]
ERA2A C348_A
[507]
EMMLA_JMA43_A
[ 509]
EMVLB_JMWi43_B
[ 509]
EMVRA_JML105_A
[ 496]
EMVRB_JML105_B
[ 503]
ETY1A N27_A
[ 509]
ETY1B N27 B
[ 508]
ETY2A_N101 A
[511]
ETY2B_N101_B
[511]
ETY3A_PRO5_A
[ 510]

T..... A .
...... A .
T..... A .C
...... A .
T..... A .
T..... A .
...... A .
...... A .
T..... A .
...... A .
...... A .
T..... A .
T..... A .
T..... A .
...... A .
...... A .
T..... A .
...... A .
...... A .
...... A .

T..... A .
T..... A .
...... A .
...... A .
...... A .
...... A .
...... A .
T..... A .
T..... A .
T..... A .
T..... A .



ETY3B_PRO5_B
[ 480]
ETY4A_PRO6_A
[472]
ETY4B_PR06_B
[472]
FAVIA JW488_A
[502]
FAV2A_JMB83_A
[ 504]
FAVAA_JML908_A
[ 505]
LAT1A N2239 A
[ 502]
LAT2A_Y30_A
[472]
LAT2B_Y30_B
[ 504]
LAT3A Y31 A
[ 505]
LAT3B_ Y31 B
[ 515]
LAT4A Y34 A
[511]
LAT4B_Y34 B
[ 514]
NOT1A _PR12 A
[ 504]
NOT3A_PR15_A
[ 510]
NOT3B_PR15 B
[ 506]
NOT4A _PR114_A
[511]
NOT4B_PR114_B
[527]
H MLA_N620_A
[ 505]
H MRA_C2842_1
[ 505]
H MBA_PR18_A
[ 507]
H MBB_PR18_B
[ 505]
H MIA_PR19 A
[ 504]
H MBA_PR45_A
[ 524]
H M6B_PR45_B
[ 524]
H MBA_JMVB21_A
[ 524]
HTELESI PHE_N11
[ 515]
HCLYSONI MUS_C3037
[ 514]

[
[

CHE2A C140_A
CHE2B_C140_B
CHE4AA_C201_A
CYRLA _N588_A
CYRIB_N588_B
CYR2A_C2861#1
CYR2B_C2861#2
CYR3A_PRO3_A
CYR3B_PRO3_B
CYRSA_PR31_A
CYRSB_PR31_B
CYR6A_PR43_A

512
512
512
508
508
512
520
520
520
519
512
512




CYR6B_PRA3 B ... 520
PET1A N7153_A  ....... 502
PET1B_N7153_B ....... 516
PET3A N7183_A ....... 519
PET3B_N7183_B ....... 491
PET4A C2980_A  ..... G 518
PET4B_C2980_ B ..... G 493
PET7A PRR6_A ... 520
PET7B_PR26_B  ....... 521
HYCO2A _C455_A ... 520
HYC2B_C455_ B ....... 512
HYCO3A C456_A ....... 509
HYC3B_C456_B ....... 509
HYCO4A CA57_A ... 526
HYCUB_C457_. B ..., 521
HYTT1A TTO5_A ....... 519
HYTT1B_TT05_ B ....... 520
HYTT4A TT12_A ....... 479
HYTT4B_TT12.B ....... 514
HYFGLA C420_A ....... 508
HYF&QA_C440_A Yarararirarats 480
HYFG3A C442_A ... 518
HYFAA_C444_A ... .. 520
ERALA C347_A ... 503
ERA2A C348_A ..., 514
EVMMLA JMA43_A Yatardrararard 516
EMMLB_JWM443_B ... ... 516
EMMRA JML105_A ....... 503
EMVB_JML105_B B 510
ETY1IA N27_A ... 516
ETY1B_N27_.B ....... 515
ETY2A N101_A  ....... 518
ETY2B_N101_B  ....... 518
ETY3A PRO5_A .. ..... 517
ETY3B_PRO5_ B ....... 487
ETYAA PRO6_A ... 479
ETY4B_PRO6_B  ....... 479
FAVIA JMA88_A ....... 509
FAV2A_JMBB3_A ... 511
FAVAA_JML908_A ....... 512
LAT1A N2239_A  ....... 509
LAT2A Y30_A ... 479
LAT2B_Y30_.B ..., 511
LAT3A Y31_A ... 512
LAT3B_Y31_B B 522
LAT4A Y34_A ... 518
LAT4B_Y34_.B ....... 521
NOT1A PR12_A ....... 511
NOT3A_PR1I5_ A . ...... 517
NOT3B_PR1I5. B ....... 513
NOT4A _PR114_A Kararirirarats 518
NOT4B_PR114.B  ....... 534
H MLA_N620_A ... 512
H M2A C2842_1 ....... 512
H MBA_PR18_A ....... 514
H M3B_PR18_.B  ....... 512
H MAA_PR19_ A ..., 511
H MBA PRA5_A ... 531
H MbB_PR4A5_ B ..., 531
H MBA JMB21_A ... 531
HTELESI PHE_N11 ~ ....... 522
HCLYSONI MJS_C3037  ....... 521
END;

BEG N paup;

excl ude 43-77 253-254 274-276 462-463 479-502;
END;

BEG N PAUP;

Lset Base=(0.4234 0.1174 0.1155) Nst=6 Rnmat=(0.9016 2.4817 0.4566 1.9015
3.5899) Rates=ganma Shape=0. 6014 Pi nvar =0;
END;



B. Alignment for H. erato at the Tpi locus

#NEXUS
BEG N DATA;

DI MENSI ONS NTAX=70 NCHAR=433;
FORVAT DATATYPE=DNA M SSI NG=? GAP=-

MATRI X

[
[

CHE1A C65_A
[46]
CHE2A Cl140 A
[46]
CHE3A C188 A
[46]
CHE4A_C201 A
[46]
CHE5A_C206_A
[46]
CYR2A 2861 1
[46]
CYR2B_C2861 2
[ 46]
CYR3A PRO3_A
[ 46]
CYR4A PRIO_A
[ 46]
CYR5A _PR31_A
[ 46]
CYRGA PR43_A
[ 46]
PET1A N7153_A

[ 50]
PET2A N7154_A

[ 50]
PET3A N7183_A
[46]
PET4A C2980 1
[46]
PET4B_C2980_2
[ 46]
PET5A C2981 1
[46]
PETS5B_C2981_2
[ 46]
PET6A P50 A
[ 46]
PET7A PR26_A
[46]
HYCOLA C454_A
[ 46]
HYCOLB_C454_B
[ 46]
HYCORA C455_A
[ 46]
HYCO4A C457_A
[ 46]
HYTT1A TTO5 A
[ 46]
HYTT2A TTO6_A
[ 46]
HYTT2B_TTO6_B
[ 46]
HYTT3A TTO7_A
[ 46]
HYTT3B_TTO7_B
[ 46]

20

MATCHCHAR=.

30

| NTERLEAVE ;

40
-1

50]

TGGTGAAAAG GATGATCTGG TTGCTGAAAA GGTAAAACAA GCTTTT----



HYTT4A TT12_A

[ 46]
HYFGLA C420_A

[ 46]
HYFG2A_C440_A

[ 46]
HYFG2B_C440_B

[ 46]
HYFG3A C442_A

[ 46]
HYFG3B_C442_B

[ 46]
ERALA C347_A

[ 46]
ERA2A C348_A

[ 46]
ERA3A_C349 A

[ 46]
ERA3B_C349 B

[ 46]
EMMLA_JMA43_A

[ 46]
EMVRA_JML105_A

ETY2A_N101_A
[46]
ETY3A_PRO5_A
[ 46]
ETY4A_PRO6_A
[ 46]
FAVIA JW488_A
[ 46]
FAV2A_JMB83_A
[ 46]
FAV3A JML141_A
[ 46]
FAVAA_JML908_A
[ 46]
FAV5A JML911_A
[ 46]
LAT3A Y31 A
[ 46]
LAT3B_ Y31 B
[ 46]
LAT4A Y34 A
[ 46]
NOT1A PR12_A
[ 46]
NOT1B_PR12_B
[ 46]
NOT2A_PR13_A
[ 46]
NOT3A_PR15 A
[ 46]
NOT4A_PR114_A
[ 46]
H MLA_N620_A
[ 46]
H MRA_C2842 1
[ 46]
H M2B_C2842 2
[ 46]
H MBA_PR18_A
[ 46]
H MIA_PR19 A
[ 46]
H MBA_PR45_A
[ 46]
H MBB_PR45 B
[ 46]



H MBA_JMB21_A
[ 46]

H M7A_JMVB22_A
[ 46]

H M7B_JM622_B
[ 46]

H. CLYSONI MUS_C3037_1
[ 46]

H. TELES| PHE_N11_A
[ 46]

100]
[

CHE1A CB65_A
[ 73]
CHE2A Cl140_A
[74]
CHE3A C188 A
[74]
CHE4A_C201_A
[74]
CHE5A_C206_A
[74]
CYR2A 2861 1
[74]
CYR2B_C2861 2
[74]
CYR3A PRO3_A
[74]
CYR4A PRIO_A
[ 74]
CYR5A _PR31_A
[74]
CYRGA PR43_A
[74]
PET1A N7153_A
[94]
PET2A N7154_A
[ 94]
PET3A N7183_A
[74]
PET4A C2980 1
[74]
PET4B_C2980_2
[ 74]
PET5A C2981 1
[ 74]
PETS5B_C2981_2
[ 74]
PET6A P50 A
[ 74]
PET7A PR26_A
[ 74]
HYCOLA C454_A
[ 74]
HYCOLB_C454_B
[ 74]
HYCORA C455_A
[ 74]
HYCO4A C457_A
[74]
HYTT1A TTO5 A
[74]
HYTT2A TTO6_A
[74]
HYTT2B_TTO6_B
[74]
HYTT3A TTO7_A
[74]



HYTT3B_TT07_B

[ 74]
HYTT4A TT12_A

[74]
HYFGLA C420_A

[74]
HYFG2A_C440_A

[74]
HYFG2B_C440_B

[ 74]
HYFG3A C442_A

[ 74]
HYFG3B_C442_B

[ 74]
ERALA C347_A

[ 74]
ERA2A C348 A

[ 74]
ERA3A_C349 A

[ 74]
ERA3B_C349 B

[ 74]
EMMLA_JMA43_A

[ 74]

EMVRA_JML105_A

[
ETY2A_N101_A

[ 74]
ETY3A_PRO5_A

[ 74]
ETY4A_PRO6_A

[ 80]
FAVIA JW488_A

[ 74]
FAV2A_JMB83_A

[ 74]

FAV3A JML141_A

[ 74]

FAVAA_JML908_A

[ 80]

FAV5A JML911_A

[74]

LAT3A Y31 _A
[74]

LAT3B Y31 B
[74]

LAT4A Y34 A
[ 74]

NOT1A PR12_A
[74]

NOT1B_PR12_B
[ 74]

NOT2A PR13_A
[74]

NOT3A PRI5 A
[ 74]

NOT4A _PR114_A
[ 74]

H MLA_N620_A
[74]

H MRA C2842 1
[74]

H M2B_C2842_2
[ 74]

H MBA PR18 A
[74]

H MIA_PR19 A
[ 74]

H MBA _PR45 A
[ 74]



H M6B_PR45_B
[ 74]

H MBA_JMB21_A
[ 74]

H M7A_JNVB22_A
[ 74]

H M7B_JM622_B
[ 74]

H. CLYSONI MUS_C3037_1

[ 74]

H. TELESI PHE_N11_A

[74]

150]
[

CHE1A CB65_A

[123]
CHE2A Cl140_A

[ 124]
CHE3A C188_A

[ 124]
CHE4A_C201_A

[ 124]
CHE5A_C206_A

[ 124]
CYR2A 2861 1

[ 124]
CYR2B_C2861 2

[ 124]
CYR3A PRO3_A

[ 124]
CYR4A PRIO_A

[ 124]
CYR5A _PR31_A

[ 124]
CYR6A PR43_A

[ 124]
PET1A N7153 A

[ 144]
PET2A N7154_A

[ 144]
PET3A N7183_A

[ 124]
PET4A C2980 1

[ 124]
PET4B_C2980 2

[ 124]
PET5A C2981 1

[ 124]
PETS5B_C2981 2

[ 124]
PET6A P50 A

[ 124]
PET7A PR26_A

[ 124]
HYCOLA C454 A

[ 124]
HYCOLB_C454 B

[ 124]
HYCORA C455 A

[ 124]
HYCO4A C457_A

[ 124]
HYTT1A TTO5 A

[ 124]
HYTT2A TT06_A

[ 124]
HYTT2B_TT06_B

[ 124]



HYTT3A TTO7_A

[ 124]
HYTT3B_TT07_B

[ 124]
HYTT4A TT12_A

[ 124]
HYFGLA C420 A

[ 124]
HYFG2A_C440_A

[ 124]
HYFG2B_C440_B

[ 124]
HYFG3A C442_A

[ 124]
HYFG3B_C442_B

[ 124]
ERALA C347_A

[ 124]
ERA2A C348_A

[ 124]
ERA3A_C349 A

[ 124]
ERA3B_C349 B

[ 124]
EMMLA_JMA43_A

[ 124]
EMVRA_JML105_A

[ 124]
ETY1A N27_A

[ 124]
ETY2A_N101 A

[ 124]
ETY3A_PRO5_A

[ 124]
ETY4A_PRO6_A

[ 130]
FAVIA JW488_A

[ 124]
FAV2A_JMB83_A

[ 124]
FAV3A JML141_A

[ 124]
FAVAA_JML908_A

[ 130]
FAV5A JML911_A

[ 124]
LAT3A Y31 _A

[ 124]
LAT3B_ Y31 B

[ 124]
LAT4A Y34 A

[101]
NOT1A PR12_A

[ 124]
NOT1B_PR12_B

[ 124]
NOT2A_PR13_A

[ 124]
NOT3A_PR15_A

[ 124]
NOT4A _PR114_A

[ 124]
H MLA_N620_A

[ 124]
H MRA C2842_1

[ 124]
H M2B_C2842_2

[ 124]
H MBA_PR18_A

[ 124]
H MIA_PR19 A

[ 124]

T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......
T.. .TC......
T.. ..C......
T.. ..C......
T, oo
T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......
T.. oo A
T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......
T.G..C......
T.. ..C...---
T.. ..C......
T.. ..C......
T.. ..C......
T, oo
T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......
T.. ..C......



H MBA_PR45_A
[ 124]

H M6B_PR45_B
[ 124]

H MBA_JMB21_A
[ 124]

H M7A_JVB22_A
[ 124]

H M7B_JM622_B
[ 124]

H. CLYSONI MUS_C3037_1

[ 124]

H. TELESI PHE_N11_A

[ 124]

200]
[

CHE1A CB65_A
[173]
CHE2A Cl140_A
[174]
CHE3A C188_A
[174]
CHE4A_C201_A
[174]
CHE5A_C206_A
[174]
CYR2A 2861 1
[ 174]
CYR2B_C2861 2
[ 174]
CYR3A PRO3_A
[ 174]
CYR4A PRIO A
[174]
CYR5A _PR31_A
[ 174]
CYR6A PR43_A
[174]
PET1A N7153 A
[ 194]
PET2A N7154_A
[ 194]
PET3A N7183_A
[ 174]
PET4A C2980 1
[ 174]
PET4B_C2980 2
[ 174]
PET5A C2981 1
[ 174]
PETS5B_C2981 2
[ 174]
PET6A P50 A
[ 174]
PET7A PR26_A
[ 174]
HYCOLA C454 A
[ 174]
HYCOLB_C454 B
[ 174]
HYCORA C455 A
[ 174]
HYCO4A C457 A
[ 174]
HYTT1A TTO5 A
[ 174]
HYTT2A TTO6_A
[ 174]

N I
........ A
........ G
T ...
T ...



HYTT2B_TT06_B
[ 174]
HYTT3A TTO7_A
[ 174]
HYTT3B_TT07_B
[ 174]
HYTT4A TT12_A
[ 174]
HYFGLA C420 A
[171]
HYFG2A_C440_A
[ 174]
HYFG2B_C440_B
[173]
HYFG3A C442_A
[ 174]
HYFG3B_C442_B
[173]
ERALA C347_A
[174]
ERA2A C348_A
[174]
ERA3A_C349 A
[174]
ERA3B_C349 B
[174]
EMMLA_JMa43_A
[174]

EMVRA_JML105_A

[174]
ETY1A N27_A
[ 174]
ETY2A_N101 A
[174]
ETY3A_PRO5_A
[174]
ETY4A_PRO6_A
[176]
FAVIA JW488_A
[174]
FAV2A_JMB83_A
[ 165]

FAV3A JML141_A

[174]

FAVAA_JML908_A

[ 180]

FAV5A JML911_A

[174]
LAT3A Y31 A
[ 174]
LAT3B Y31 B
[ 174]
LAT4A Y34 A
[ 147]
NOT1A _PR12 A
[174]
NOT1B_PR12_B
[174]
NOT2A_PR13_A
[174]
NOT3A_PR15 A
[173]
NOT4A _PR114_A
[174]
H MLA_N620_A
[174]
H MRA_C2842_1
[ 174]
H M2B_C2842_2
[ 174]
H MBA_PR18_A
[174]

........ A
........ A
........ A
AL
AL
........ A
B O
........ AA

.C.....
......... A
......... A

.G
T....A
......... A
LT
LT



H MIA PRIO A i e TAA ... T A
[174]

HIMBA PRA5 A e TAA ... T A
[174]

HIVMBB PRA5 B e e TAA A
[174]

HEMBA IVB2L A i e TAA ... T A
[174]

HMA JVB22 A e e TAA ... T A
[174]

HM/B IVB22 B oo e TAA o A
[174]

H CLYSONI MUS_C3037_1  ooooveeee e CA . oo
[ 174]

H TELESI PHE_ N11_ A ......... A Covt o
[ 174]

250]
[

CHE1A CB65_A AGTAATTGTT AAGTTGGTCA ATATTTGCAT AA-----con -mmeeonann-
[ 205]

CHE2A CLA0 A o s .
[ 206]

CHE3A CI88 A o s .
[ 206]

CHE4A C201 A o s .
[ 206]

CHEBA C206 A o s .
[ 206]

CYRPA 2861 1  ...... G e .
[ 206]

CYRZB 2861 2 o s .
[ 206]

CYR3A PRO3_A G .. GCATTGCT GTATATTACA
[ 224]

CYRAA PRIO A o s .
[ 206]

CYRSA PRB1 A ... A .
[ 205]

CYR6A PR43_A G .. GCATTGCT GTATATTACA
[ 224]

PETIA N7153 A i e .
[ 226]

PET2A N7154 A o e .
[ 226]

PET3A N7183 A i e .
[ 206]

PETAA C2980 1 ottt e A e e
[ 206]

PET4B_C2980 2 G A A .. TCAATGCT GTAT- - TAC-
[ 220]

PETSA C2981 1 ottt s Coovmmmmmmme e
[ 206]

PETSB C2981 2 ot e .
[ 206]

PET6A P50 A e e .
[ 206]

PET7A PR26_ A o s Coovmmmmmmme e
[ 206]

HYCOLA CA54 A e i .
[ 206]

HYCOLB C454 B e i Cove i .
[ 206]

HYCORA CA55 A e e G e s
[ 206]

HYCO4A C457 A G A A .. TCAATGCT GTAT-- TAC-
[ 221]

HYTTIA TTO5 A e e A... ..G..... A .. TCAATGCT GTAT-- TAC
[ 221]



HYTT2A _TT06_A

[ 206]
HYTT2B_TT06_B

[ 206]
HYTT3A TTO7_A

[ 206]
HYTT3B_TT07_B

[ 206]
HYTT4A TT12_A

[ 206]
HYFGLA C420 A

[ 203]
HYFG2A_C440_A

[ 206]
HYFG2B_C440_B

[ 205]
HYFG3A C442_A

[ 206]
HYFG3B_C442_B

[ 205]
ERALA C347_A

[ 206]
ERA2A C348_A

[ 206]
ERA3A_C349 A

[ 206]
ERA3B_C349 B

[ 206]
EMMLA_JMA43_A

[ 206]
EMVRA_JML105_A

[ 206]
ETY1A N27_A

[ 206]
ETY2A_N101_A

[ 206]
ETY3A_PRO5_A

[ 206]
ETY4A_PRO6_A

[ 208]
FAVIA JW488_A

[ 224]
FAV2A_JMB83_A

[197]
FAV3A JML141_A

[ 206]
FAVAA_JML908_A

[212]
FAV5A JML911_A

[ 206]
LAT3A Y31 _A

[ 206]
LAT3B_ Y31 B

[ 206]
LAT4A Y34 A

[179]
NOT1A _PR12 A

[ 206]
NOT1B_PR12 B

[ 221]
NOT2A_PR13_A

[ 206]
NOT3A_PR15 A

[ 205]
NOT4A _PR114_A

[ 206]
H MLA_N620_A

[ 206]
H MRA C2842_1

[ 206]
H M2B_C2842_2

[ 206]

e
o
o



H MBA_PR18_A
[ 206]

H MIA_PR19 A
[ 206]

H MBA_PR45_A
[ 206]

H M6B_PR45_B
[ 206]

H MBA_JMVB21 A
[ 206]

H M7A_JVB22_A
[ 206]

H M7B_JM622_B
[ 206]

H. CLYSONI MUS_C3037_1

[ 221]

H. TELESI PHE_N11_A

[ 221]

300]
[

CHE1A CB65_A

[ 248]
CHE2A Cl140_A

[ 249]
CHE3A C188_A

[ 249]
CHE4A_C201 A

[ 249]
CHE5A_C206_A

[ 249]
CYR2A 2861 1

[ 240]
CYR2B_(C2861 2

[ 240]
CYR3A PRO3_A

[ 274]
CYR4A PRIO A

[ 249]
CYR5A _PR31_A

[ 239]
CYR6A PR43_A

[ 274]
PET1A N7153 A

[ 269]
PET2A N7154_A

[ 269]
PET3A N7183_A

[ 249]
PET4A C2980 1

[ 249]
PET4B_C2980 2

[ 265]
PET5A C2981 1

[ 249]
PETS5B_C2981 2

[ 249]
PET6A P50 A

[ 240]
PET7A PR26_A

[ 249]
HYCOLA C454 A

[ 249]
HYCOLB_C454 B

[ 249]
HYCORA C455 A

[ 249]
HYCOMA C457 A

[ 265]

............................ C. e e e e e e aoo--
............................ C. R R
............................ C. R R
............................ C. e e e e e e aoo--
............................ C. R R
............................ C. R R
............................ C. e e e e e e aoo--
G . .. GCATTCCT GTAT- - TAC
LG .G .. GCAATCCT GTAT- - TAC
260 270 280 290
-]
------- CAG GCATATAATA TTTAAACTAA TATATTAAAA ATAAACTAAT
--------------- - AL LGl
--------------- - AL LGl
TTACACA. .. .......... Too . LGl
........................... LGl
--------------- T LGl
TTACACA. .. .......... Too . LGl
------------ C.. B LGl
------------ C.. B LGl
....................... A . LGl
........................... LGl
----- CA .. LGl
........................... LGl
------- Ao o0 oL AL LGl
--------------- T LGl
........................... LGl
------- Ao o0 oL AL LCG
................. AL .G G
........................... LGl
----- CA .. .G - T



HYTT1A TTO5_A

[ 266]
HYTT2A _TT06_A

[ 249]
HYTT2B_TT06_B

[ 249]
HYTT3A TTO7_A

[ 249]
HYTT3B_TT07_B

[ 249]
HYTT4A TT12_A

[ 249]
HYFGLA C420 A

[ 246]
HYFG2A_C440_A

[ 249]
HYFG2B_C440_B

[ 248]
HYFG3A C442_A

[ 249]
HYFG3B_C442_B

[ 248]
ERALA C347_A

[ 240]
ERA2A C348_A

[ 249]
ERA3A_C349 A

[ 249]
ERA3B_C349 B

[ 249]
EMMLA_JMWA43_A

[ 249]
EMVRA_JML105_A

[ 249]
ETY1A N27_A

[ 249]
ETY2A_N101 A

[ 249]
ETY3A_PRO5_A

[ 249]
ETY4A_PRO6_A

[ 251]
FAVIA JW488_A

[ 274]
FAV2A_JMB83_A

[ 240]
FAV3A JML141_A

[ 249]
FAVAA_JML908_A

[ 255]
FAV5A JML911_A

[ 249]
LAT3A Y31 _A

[ 249]
LAT3B Y31 B

[ 249]
LAT4A Y34 A

[ 222]
NOT1A PR12_A

[ 249]
NOT1B_PR12_B

[ 266]
NOT2A_PR13_A

[ 249]
NOT3A_PR15 A

[ 248]
NOT4A _PR114_A

[ 249]
H MLA_N620_A

[ 249]
H MRA C2842_1

[ 249]

...... A .
....... C.
AL
AL
...... A .
....... C.
AL
AL
AL



H M2B_C2842 2
[ 249]

H MBA_PR18_A
[ 249]

H MIA_PR19 A
[ 249]

H MBA_PR45_A
[ 249]

H M6B_PR45_B
[ 249]

H MBA_JMVB21_A
[ 249]

H M7A_JNVB22_A
[ 249]

H M7B_JM622_B
[ 249]

H. CLYSONI MUS_C3037_1

[ 266]

H. TELESI PHE_N11_A

[ 266]

350]
[

CHE1A CB65_A

[ 298]
CHE2A Cl140_A

[ 299]
CHE3A C188_A

[ 299]
CHE4A_C201 A

[ 299]
CHE5A_C206_A

[ 299]
CYR2A 2861 1

[ 290]
CYR2B_(C2861 2

[ 290]
CYR3A PRO3_A

[ 324]
CYR4A PRIO A

[ 299]
CYR5A _PR31_A

[ 289]
CYRG6A PR43_A

[ 324]
PET1A N7153 A

[319]
PET2A N7154_A

[319]
PET3A N7183_A

[ 299]
PET4A C2980 1

[ 299]
PET4B_C2980 2

[ 315]
PET5A C2981 1

[ 299]
PETS5B_C2981 2

[ 299]
PET6A P50 A

[ 290]
PET7A PR26_A

[ 299]
HYCOLA C454 A

[ 299]
HYCOLB_C454 B

[ 299]
HYCORA C455 A

[ 299]



HYCO4A CA57_A

[ 315]
HYTT1A TTO5 A

[ 316]
HYTT2A _TT06_A

[ 299]
HYTT2B_TT06_B

[ 299]
HYTT3A TTO7_A

[ 299]
HYTT3B_TT07_B

[ 299]
HYTT4A TT12_A

[ 299]
HYFGLA C420 A

[ 296]
HYFG2A_C440_A

[ 299]
HYFG2B_C440_B

[ 298]
HYFG3A C442_A

[ 299]
HYFG3B_C442_B

[ 298]
ERALA C347_A

[ 290]
ERA2A C348_A

[ 299]
ERA3A_C349 A

[ 299]
ERA3B_C349 B

[ 299]
EMMLA_JMA43_A

[ 299]
EMVRA_JML105_A

[ 299]
ETY1A N27_A

[ 299]
ETY2A_N101 A

[ 299]
ETY3A_PRO5_A

[ 299]
ETY4A_PRO6_A

[ 301]
FAVIA JW488_A

[ 324]
FAV2A_JMB83_A

[ 290]
FAV3A JML141_A

[ 299]
FAVAA_JML908_A

[ 305]
FAV5A JML911_A

[ 299]
LAT3A Y31 _A

[ 299]
LAT3B Y31 B

[ 299]
LAT4A Y34 A

[272]
NOT1A PR12_A

[ 299]
NOT1B_PR12 B

[ 316]
NOT2A_PR13_A

[ 299]
NOT3A_PR15 A

[ 298]
NOT4A _PR114_A

[ 299]
H MLA_N620_A

[ 299]

.G.....
.G.....
.C.....
.C.....
.C.....
.C.....
....... A .
....... A .
....... A .
....... A .
....... A .
T .



H MRA C2842 1
[ 299]

H M2B_C2842_2
[ 299]

H MBA_PR18_A
[ 299]

H MIA_PR19 A
[ 299]

H MBA_PR45_A
[ 299]

H M6B_PR45_B
[ 299]

H MBA_JMVB21_A
[ 299]

H M7A_JVB22_A
[ 299]

H M7B_JM622_B
[ 299]

H. CLYSONI MUS_C3037_1

[ 316]

H. TELESI PHE_N11_A

[ 316]

400]
[

CHE1A CB65_A

[ 348]
CHE2A Cl140_A

[ 349]
CHE3A C188_A

[ 349]
CHE4A_C201 A

[ 349]
CHE5A_C206_A

[ 349]
CYR2A 2861 1

[ 340]
CYR2B_C2861 2

[ 340]
CYR3A PRO3_A

[374]
CYR4A PRIO A

[ 349]
CYR5A _PR31_A

[339]
CYRG6A PR43_A

[ 374]
PET1A N7153 A

[ 369]
PET2A N7154_A

[ 369]
PET3A N7183_A

[ 349]
PET4A C2980 1

[ 349]
PET4B_C2980 2

[ 365]
PET5A C2981 1

[ 349]
PETS5B_C2981 2

[ 349]
PET6A P50 A

[ 340]
PET7A PR26_A

[ 349]
HYCOLA C454 A

[ 349]
HYCOLB_C454 B

[ 349]

T..... C..
T ...
T..... C..
T ...
T..... C..



HYCCRA CA55_A

[ 349]
HYCO4A CA57_A

[ 365]
HYTT1A TTO5 A

[ 366]
HYTT2A _TT06_A

[ 349]
HYTT2B_TT06_B

[ 349]
HYTT3A TTO7_A

[ 349]
HYTT3B_TT07_B

[ 349]
HYTT4A TT12_A

[ 349]
HYFGLA C420 A

[ 346]
HYFG2A_C440_A

[ 349]
HYFG2B_C440_B

[ 348]
HYFG3A C442_A

[ 349]
HYFG3B_C442_B

[ 348]
ERALA C347_A

[ 340]
ERA2A C348_A

[ 349]
ERA3A_C349 A

[ 349]
ERA3B_C349 B

[ 349]
EMMLA_JMA43_A

[ 349]
EMVRA_JML105_A

[ 349]
ETY1A N27_A

[ 349]
ETY2A_N101 A

[ 349]
ETY3A_PRO5_A

[ 349]
ETY4A_PRO6_A

[ 351]
FAVIA JW488_A

[ 374]
FAV2A_JMB83_A

[ 340]
FAV3A JML141_A

[ 349]
FAVAA_JML908_A

[ 355]
FAV5A JML911_A

[ 349]
LAT3A Y31 _A

[ 349]
LAT3B Y31 B

[ 349]
LAT4A Y34 A

[322]
NOT1A _PR12_A

[ 349]
NOT1B_PR12_B

[ 366]
NOT2A_PR13_A

[ 349]
NOT3A_PR15 A

[ 348]
NOT4A _PR114_A

[ 349]

T..... C.
T..... C.
A
T..... C.
T..... C.
T .
T..... C.



H MLA_N620_A
[ 349]
H MRA_C2842_1
[ 349]
H M2B_C2842_2
[ 349]
H MBA_PR18_A
[ 349]
H MIA_PR19 A
[ 349]
H MBA_PR45_A
[ 349]
H M6B_PR45_B
[ 349]
H MBA_JMVB21_A
[ 349]
H M7A_JNVB22_A
[ 349]
H M7B_JM622_B
[ 349]
H. CLYSONI MUS_C3037_1
[ 366]
H. TELES| PHE_N11_A
[ 366]

[
[

CHELA CB5_A
CHE2A_Cl140_A
CHE3A C188_A
CHE4A_C201_A
CHESA_C206_A
CYR2A_C2861 1
CYR2B_C2861 2
CYR3A_PRO3_A
CYRAA_PRLO_A
CYR5A_PR31_A
CYR6A_PR43_A
PET1A N7153_A
PET2A _N7154_A
PET3A _N7183_A
PET4A_C2980_1
PET4B_C2980_2
PET5A_C2981_1
PET5B_C2981 2
PET6A_P50_A
PET7A_PR26_A
HYCOLA C454_A
HYCOLB_C454_B
HYCORA_C455_A
HYCO4A C457_A
HYTT1A TTO5_A
HYTT2A_TT06_A
HYTT2B_TT06_B
HYTT3A TTO7_A
HYTT3B_TT07_B
HYTT4A TT12_A
HYFGLA_C420_A
HYFG2A_C440_A
HYFG2B_C440_B
HYFG3A_C442_A
HYFG3B_C442_B
ERALIA C347_A
ERA2A_C348_A
ERA3A_C349_A
ERA3B_C349 B
EMVLA_JM443_A
EMVRA_JML105_A
ETYIA N27_A
ETY2A_N10I_A
ETY3A _PRO5_A

410

LG
.G T ..
LG
LG
LG
LG
LG
LG
LG
LG
G....A. A........
G.A.... Ao
420 430 ]
]
381
.......... c 382
.......... 382
.......... 382
.......... 382
.......... c 373
.......... c. 373
.......... .C 407
.......... c. 382
.......... .C 372
.......... .C 407
.......... c 402
.......... c. 402
.......... .C 382
.C.... c. 382
.......... c 398
.......... .C 382
.......... .C 382
.......... .C 373
.......... .C 382
.......... .C 382
.......... c 382
.......... c. 382
.......... .C 398
.......... .C 399
.......... c 382
.......... 382
.......... c 382
.......... c. 382
.......... .C 382
.......... .C 379
........ G ... 382
.......... 381
.......... 382
.......... 381
.......... c 373
.......... .C 382
.......... c 382
.......... c. 382
.......... .C 382
.......... .C 382
.......... .C 382
.......... c. 382
.......... .C 382




ETYAA PRO6_A i s o 384
FAVIA JMABB A e . 407
FAV2A_JMB83 A ..., G .C. 373
FAV3A JMLIAT A i A .C. 382
FAVAA JMLO08™A ot e . 388
FAVBA JMLO11 A i A .C. 382
LAT3A Y31 A~ s . 382
LAT3B Y31 B T A .C. 382
LATAA Y34 A s .C. 355
NOT1A PRIZ A i i A .C. 382
NOTIB PRI2 B it e .C. 399
NOT2A PRIZ“A i i Ao .C. 382
NOT3A PRI5_A i i A .C. 381
NOT4A PRI1Z A i i A .C. 382
HIMLA NB20 A e e .C. 382
HIMRA C2842 1 i e .C. 382
HIVMBB C2842°2 i e .C. 382
HIMBA PRLI8 A i o .C. 382
H MIA PRIOTA e e .C. 382
HIVBA PRA5 A i e .C. 382
HIVBB PRA5 B i e .C. 382
HEMBA INVB2T A i e .C. 382
HEMIA IVB22-A e e .C. 382
HIM/B IMB22 B it e .C. 382
H CLYSONI MUS_C3037_1  ooooveeee et i .C. 399
H TELESI PHE NI1 A~ i i i .C. 399
END;

BEG N PAUP;

Lset Base=(0.3765 0.1271 0.1897) Nst=6 Rmat=(1.0000 4.0187 1.0000 1.0000
8.0465) Rates=ganma Shape=0.8850 Pi nvar=0.3402;

END;

C. Alignment for H. melpomene at the Mpi locus

#NEXUS

BEG N DATA;

DI MENSI ONS NTAX=57 NCHAR=498;

FORVAT DATATYPE=DNA M SSI NG=? GAP=- NMATCHCHAR=. | NTERLEAVE ;
MATRI X

[ 10 20 30 40

50]

[ -1
CYTHIA N1379 A TTTATCCATT CAAGCTCATC CAACTAAGGT ATGTATGATG TATAAAAATA
[ 50]

CYTHIB N1379 B ........ G e
[ 50]

CYTH2A NIB78_A oot e e i
[ 50]

CYTHBA NLOSL A oottt e e i
[ 50]

CYTH3B NLIO51 B oovieeoe o e CTAA ATA. ... ...
[ 50]

ROSLIA CBLIHAL oot e e e
[ 50]

ROSIB CBLIH2 oot o CTAA ATA. ... ...
[ 50]

ROS2A G544 A o
[ 50]

ROS2B C544 B oo e
[ 50]

ROS3A CL652 A oot e CTAA ATA. ... ...
[ 50]

ROS3B_CL652 B oveee e e e
[ 50]

ROSAA CBAL A ot e e e
[47]



ROS4B_C841_B
[ 50]

MELCORA C422_A

[ 50]
MELCOR2B_C422_B

[ 50]

MELCOBA Cl1_A

[ 50]

MELTT1A TTO3_A
[47]
MELTT1B_TTO3 B
[47]

MELTT2A TTO4_A
[47]
MELTT2B_TT04_B
[47]

MELTT3A TT14_A
[47]

MELTT3B TT14_B
[47]

MELFGLA C436_A
[47]
MELFGLB_C436_B
[47]

MELFG2A C437_A
[47]

MELFG3A C528_A
[47]
MELFG3B_C528_B
[47]

MELFG4A C1384 A
[47]
MELFG4B_C1384_B
[47]

THEL4A FGL18_A
[47]
THEL4B_FGL18_B
[47]

THEL2A FG90_A
[47]
THEL2B_FG90_B
[47]

THEL3A FGL04_A
[47]
THEL3B_FGL04_B
[47]

MAL1A N4026_A
[47]
MAL1B_N4026_B
[47]

MAL2A N4027_A
[47]
MAL2B_N4027_B
[47]

ECUALA C428_A
[47]

ECUA2A C2417_A
[47]
ECUA2B_C2417_B
[47]

AVARLA JML916_A
[47]

AVAR2A JMLO17_A
[47]

AVAR3A JML271_A
[47]

AGLA2A JML174_A
[47]

AGLA2B JML174_B
[47]

AGLA3A JML178_A
[47]



PLES2A_C2397_A
[47]
PLES3A_C2429 A
[47]
PLES3B_C2429 B
[ 50]
CYDNOLA__553_A
[ 50]
CYDNOR2A 570 _A
[47]

CYDNO4A _N1047_A
[ 50]

CYDNO6_STRI B809#2

[ 50]
H HECALE_Y5_A
[47]
H. HECALE_Y5_B
[47]

[
100]
[

CYTHLA N1379_A
[94]
CYTHLB_N1379_B
[94]

CYTH2A N1378_A
[94]

CYTH3A N1051_A
[ 93]
CYTH3B_N1051_B
[92]

ROS1IA C811#1

[ 94]
ROS1B_C811#2
[92]

ROS2A C544_A
[94]
ROS2B_C544_B
[94]

ROS3A C1652_A
[92]
ROS3B_C1652_B
[94]

ROSAA C841_A
[94]
ROS4B_C841 B

[ 93]

MELCORA C422_A
[94]
MELCORB_C422_B
[ 94]

MELCOBA C11_A

[ 94]

MELTT1A TTO3_A
[ 91]

MELTT1B TTO3_B
[ 91]

MELTT2A TTO4_A
[ 91]
MELTT2B_TT04_B
[ 91]

MELTT3A TT14_A
[ 91]

MELTT3B TT14_B
[ 91]

MELFGLA C436_A
[ 91]
MELFGLB_C436_B
[91]

T
T
T
T
T........ A
T........ A
T........ A
T........ A



MELFG2A C437_A -

[ 91]

MELFG3A C528_A e
[ 91]

MELFG3B_C528_B e
[ 91]

MELFG4A C1384 A e
[ 91]

MELFG4B_C1384_B e
[ 91]

THEL4A FGL18_A e
[ 91]

THEL4AB_FGL18_B e
[ 91]

THEL2A FG90_A e
[ 91]

THEL2B_FG90_B e
[ 91]

THEL3A FGL04_A e
[ 91]

THEL3B_FGL04_B e
[ 91]

MAL1A N4026_A e
[ 91]

MAL1B N4026_B e
[ 91]

MAL2A N4027_A e
[ 91]

MAL2B_N4027_B e
[91]

ECUALA C428_A - AL
[91]

ECUA2A C2417_A e
[91]

ECUA2B_C2417_B e
[ 91]

AVARLA JML916_A e
[ 91]

AVAR2A JMLO17_A - AL

[ 91]

AVAR3A JML271_A e
[ 91]

AGLA2A JML174_A e
[ 91]

AGLA2B JML174_B - AL
[ 91]

AGLA3A JML178_A e
[91]

PLES2A_C2397_A e
[91]

PLES3A C2429 A e
[91]

PLES3B_C2429 B e
[ 94]

CYDNOLA__553_A e
[ 94]

CYDNOR2A 570 _A e
[ 94]

CYDNO4A _N1047_A e
[91]

CYDNC6_STRI B809#2  TAT.......
[92]

H HECALE_Y5_A e
[91]

H. HECALE_Y5_B e
[91]

[

150]

[

T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
T........ A
LG
T .
T .
T .
T .
110



CYTHIA N1379 A
[ 94]
CYTH1B_N1379_B
[94]

CYTH2A N1378_A
[94]

CYTH3A N1051_A
[ 93]
CYTH3B_N1051_B
[92]
ROS1A_C811#1

[ 94]
ROS1B_C811#2
[92]
ROS2A_C544_A

[ 94]
ROS2B_C544_B
[94]

ROS3A C1652_A
[92]
ROS3B_C1652_B
[94]
ROS4A_C841 A

[ 144]
ROS4B_C841_B

[ 93]

MELCORA C422_A
[94]
MELCOR2B_C422_B
[ 94]

MELCOBA Cl1_A

[ 94]

MELTT1A TTO3_A
[ 91]
MELTT1B_TTO3 B
[ 91]

MELTT2A TT04_A
[ 91]
MELTT2B_TT04_B
[ 91]

MELTT3A TT14_A
[ 91]

MELTT3B TT14_B
[ 91]

MELFGLA C436_A
[ 91]
MELFGLB_C436_B
[ 91]

MELFG2A C437_A
[ 91]

MELFG3A C528_A
[ 91]
MELFG3B_C528_B
[ 91]

MELFG4A C1384 A
[ 91]
MELFG4B_C1384_B
[ 91]

THEL4A FGL18_A
[ 91]
THEL4AB_FGL18_B
[ 91]

THEL2A FG90_A

[ 91]
THEL2B_FG90_B

[ 91]

THEL3A FGL04_A
[ 91]
THEL3B_FGL04_B
[ 91]

MAL1A N4026_A
[91]



MAL1B_N4026_B
[ 91]

MAL2A N4027_A

[ 91]
MAL2B_N4027_B
[91]

ECUALA C428_A
[91]

ECUA2A C2417_A
[91]
ECUA2B_C2417_B
[ 91]

AVARIA JML916_A

[91]

AVAR2A JMLO17_A

[91]

AVAR3A JML271_A

[91]

AGLA2A JML174_A

[91]

AGLA2B JML174_B

[91]

AGLA3A JML178_A

[91]
PLES2A_C2397_A
[91]

PLES3A C2429 A
[91]
PLES3B_C2429 B
[ 94]
CYDNOLA__553_A
[ 94]
CYDNOR2A 570 _A

[ 144]

CYDNO4A N1047_A

[91]

CYDNO6_STRI B809#2

[92]
H HECALE_Y5_A
[91]
H. HECALE_Y5_B
[91]

[
200]
[

CYTHLA N1379_A
[ 133]
CYTHLB_N1379_B
[ 133]

CYTH2A N1378_A
[ 133]

CYTH3A N1051_A
[132]
CYTH3B_N1051_B
[131]

ROSIA C811#1

[ 133]
ROS1B_C811#2
[131]

ROS2A C544_A

[ 133]
ROS2B_C544_B

[ 133]

ROS3A C1652_A
[131]
ROS3B_C1652_B

[ 133]

ROS4A C841_A

[ 194]

160 170 180 190

-]
---------- - GATATTCTT ATTTATAAAT AAGTACATAA CAATATGGECC
---------- e s e T A
---------- e e G
---------- e e G
---------- e e G
ATTCAATTCA A ........ G...... C.o



ROS4B_C841_B
[132]

MELCORA C422_A
[133]
MELCORB_C422_B
[133]

MELCOBA Cl1_A
[133]

MELTT1A TTO3_A

[ 130]
MELTT1B_TTO3 B

[ 130]

MELTT2A TTO4_A

[ 130]
MELTT2B_TT04_B

[ 130]

MELTT3A TT14_A

[ 130]

MELTT3B TT14_B

[ 130]

MELFGLA C436_A

[ 130]
MELFGLB_C436_B

[ 130]

MELFG2A C437_A

[ 130]

MELFG3A C528_A

[ 130]
MELFG3B_C528_B

[ 130]

MELFG4A C1384 A
[ 130]
MELFG4B_C1384_B
[ 130]

THEL4A FGL18_A

[ 130]

THEL4AB FGL18_B

[ 130]

THEL2A FG90_A

[ 130]
THEL2B_FG90_B

[ 130]

THEL3A FGL04_A

[ 130]
THEL3B_FGL04_B

[ 130]

MAL1A N4026_A

[ 130]

MAL1B N4026_B

[ 130]

MAL2A N4027_A

[ 130]

MAL2B N4027_B

[ 130]

ECUALA C428_A

[ 130]

ECUA2A C2417_A

[ 130]
ECUA2B_C2417_B

[ 130]

AVARLA JML916_A
[ 130]

AVAR2A JMLO17_A
[ 130]

AVAR3A JML271_A
[ 130]

AGLA2A JML174_A
[ 130]
AGLA2B_JML174_B
[ 130]

AGLA3A JML178_A
[ 130]



PLES2A_C2397_A
[ 130]

PLES3A C2429 A
[ 130]
PLES3B_C2429 B
[ 133]
CYDNOLA__553_A
[ 133]
CYDNOR2A 570 _A

[ 194]

CYDNO4A _N1047_A
[ 130]

CYDNOG6_STRI B809#2

[131]
H HECALE_Y5_A
[ 130]
H. HECALE_Y5_B
[ 130]

[
250]
[

CYTHLIA N1379_A
[ 183]
CYTH1B_N1379_B
[ 183]
CYTH2A_N1378_A
[ 183]
CYTH3A_N1051_A
[ 180]
CYTH3B_N1051_B
[181]
ROS1A_C811#1

[ 183]
ROS1B_C811#2
[181]
ROS2A_C544_A

[ 183]
ROS2B_C544_B

[ 183]
ROS3A_C1652_A
[181]
ROS3B_C1652_B

[ 183]
ROS4A_C841 A

[ 244]
ROS4B_C841 B
[182]
MELCORA_C422_A
[ 183]
MELCOR2B_C422_B
[ 183]

MELCOBA Cl11_A

[ 183]

MELTT1A _TTO3_A
[ 180]
MELTT1B_TTO3_B
[ 180]
MELTT2A_TTO4_A
[ 180]
MELTT2B_TT04_B
[ 180]

MELTT3A TT14_A
[ 180]
MELTT3B_TT14_B
[ 180]
MELFGLA_C436_A
[ 180]
MELFGLB_C436_B
[ 180]

G
....... A .
C........
....... A .
....... A .
LToo
LToo
LToo
LToo



MELFG2A CA37_A oo i A T
[ 180]

MELFGBA G528 A oo i A T
[ 180]

MELFG3B G528 B oooeeis o A —
[177]

MELFG4A C1384 A T
[ 180]

MELFGAB C1384 B oooois o A T
[ 180]

THEL4A FGL18_A T
[ 180]

THELAB FGL18 B oooveeeo e A T
[ 180]

THEL2A FG90_A T
[ 180]

THEL2B FGI0 B oooeeeeoe e A T
[ 180]

THEL3A FGL04_A T
[ 180]

THEL3B_FGL04_B T e
[179]

MAL1A N4026_A T
[ 180]

MAL1B N4026_B T -
[178]

MAL2A N4027_A T
[ 180]

MAL2B_N4027_B T
[ 180]

ECUALA C428_A T
[ 180]

ECUA2A C2417_A T
[ 180]

ECUA2B_C2417_B T
[ 180]

AVARLA JML916_A T
[ 180]

AVARZA JMLO17_A T
[ 180]

AVAR3A JML271_A T
[ 180]

AGLA2A JML174_A T
[ 180]

AGLA2B _JML174_B T
[ 180]

AGLA3A JML178_A T
[ 180]

PLES2A_C2397_A T
[ 180]

PLES3A C2429 A T
[ 180]

PLES3B_C2429 B ottt e
[ 183]

CYDNOLA 553 A oottt e e
[ 183]

CYDNORA 570 A i o T
[ 244]

CYDNOAA NLIOAT A oo e e e
[ 180]

CYDNO6_STRI B8O9#2 ~ ....... A o G G....... T.G
[181]

H HECALE Y5 A ottt e
[ 180]

H HECALE Y5 B oo e
[ 180]

[300]
[ . . . . N



CYTHLA N1379_A ACAAATCTTT CAACTAATTA AATGTAAATT CATGITTTAA ATAATTAAAA

[ 233]
CYTHIB N1379 B .......... T
[ 233]
CYTH2A N1378_A T T
[ 233]
CYTH3A N1051 A .......... T
[ 230]
CYTH3B_N1051 B ..... G T T. A .AAT..T
[ 231]
ROSIA C811#1 ... .. T
[ 233]
ROS1B C811#2 ... G T CAAAT.TT
[ 231]
ROS2A C544 A ... T
[ 233]
ROS2B C544 B ... T
[ 233]
ROS3A C1652 A ..... G T CAAAT.TT
[ 231]
ROS3B C1652 B .......... T
[ 233]
ROSAA C841 A ... (Y
[ 294]
ROS4B C841 B ..., T
[ 232]
MELCORA C422 A ..., T
[ 233]
MELCO2B_C422 B ..o .. T
[ 233]
MELCOBA Cl11 A ...oo.... T
[ 233]
MELTT1A TTO3_ A .......... T
[ 230]
MELTT1B_TTO3 B .......... T
[ 230]
MELTT2A TTO4 A .......... T
[ 230]
MELTT2B_TTO4 B .......... T
[ 230]
MELTT3A TT14 A .......... T
[ 230]
MELTT3B_ TT14 B .......... T
[ 230]
MELFGLA C436_ A .......... T
[ 230]
MELFGLB C436 B .......... T
[ 230]
MELFG2A C437_ A ... T
[ 230]
MELFG3A C528 A .......... T
[ 230]
MELFG3B_C528 B .......... T
[227]
MELFG4A C1384 A .......... T
[ 230]
MELF4B C1384 B .......... T
[ 230]
THELAA FGL18 A .......... T
[ 230]
THEL4AB FGL18 B .......... T
[ 230]
THEL2A FGI0_ A ... T
[ 230]
THEL2B FG90_ B ... .. T
[ 230]
THEL3A FGLO4 A .......... T
[ 230]
THEL3B FGLO4 B .......... T
[ 229]
MAL1A NA026 A .......... T

[ 230]



MAL1B_N4026_B
[ 228]

MAL2A N4027_A

[ 230]

MAL2B N4027_B

[ 230]

ECUALA C428_A

[ 230]

ECUA2A C2417_A

[ 230]
ECUA2B_C2417_B

[ 230]

AVARLA JML916_A
[ 230]

AVAR2A JMLO17_A
[ 230]

AVAR3A JML271_A
[ 230]

AGLA2A JML174_A
[ 230]

AGLA2B _JML174_B
[ 230]

AGLA3A JML178_A
[ 230]
PLES2A_C2397_A

[ 230]

PLES3A C2429 A

[ 230]
PLES3B_C2429 B

[ 233]
CYDNOLA__553_A

[ 233]
CYDNOR2A 570 _A

[ 294]

CYDNO4A _N1047_A
[ 230]

CYDNOG6_STRI B809#2

[ 231]
H HECALE_Y5_A
[ 230]
H. HECALE_Y5_B
[ 230]

[
350]
[

CYTHLA N1379_A
[278]
CYTHLB_N1379_B
[278]

CYTH2A N1378_A
[278]

CYTH3A N1051_A
[ 275]
CYTH3B_N1051_B
[279]

ROSIA C811#1
[278]
ROS1B_C811#2
[278]

ROS2A C544_A
[278]
ROS2B_C544_B
[278]

ROS3A C1652_A
[279]
ROS3B_C1652_B
[278]

ROS4A C841_A
[339]

ATTTAATT-T

A...G.--
A...G.--
A...G.--
......... A



ROS4B_C841_B
[277]

MELCORA C422_A
[277]
MELCOR2B_C422_B

[ 278]

MELCOSA Cl1_A
[278]

MELTT1A TTO3_A

[ 276]
MELTT1B_TTO3 B
[278]

MELTT2A TTO4_A

[ 276]
MELTT2B_TT04_B
[278]

MELTT3A TT14_A

[ 276]

MELTT3B TT14_B

[ 276]

MELFGLA C436_A
[278]
MELFGLB_C436_B
[278]

MELFG2A C437_A
[278]

MELFG3A C528_A
[278]
MELFG3B_C528_B

[ 275]

MELFG4A C1384 A
[ 276]
MELFG4B_C1384_B
[ 278]

THEL4A FGL18_A

[ 276]

THEL4AB FGL18_B

[ 278]

THEL2A FG90_A

[ 276]
THEL2B_FG90_B

[ 278]

THEL3A FGL04_A

[ 276]
THEL3B_FGL04_B

[ 275]

MAL1A N4026_A

[ 276]

MAL1B N4026_B

[ 274]

MAL2A N4027_A

[ 274]
MAL2B_N4027_B

[ 276]

ECUALA C428_A

[ 276]

ECUA2A C2417_A

[ 276]
ECUA2B_C2417_B

[ 276]

AVARLA JML916_A
[ 276]

AVAR2A JMLO17_A
[ 276]

AVAR3A JML271_A
[ 276]

AGLA2A JML174_A
[ 276]

AGLA2B JML174_B
[ 276]

AGLA3A JML178_A
[ 276]



PLES2A_C2397_A
[ 276]

PLES3A C2429 A
[ 276]
PLES3B_C2429 B
[ 281]
CYDNOLA__553_A
[ 278]
CYDNOR2A 570 _A

[ 339]

CYDNO4A _N1047_A
[ 278]

CYDNO6_STRI B809#2

[279]
H HECALE_Y5_A
[ 275]
H HECALE_Y5_B
[ 275]

[
400]
[

CYTHLIA N1379_A
[ 306]
CYTH1B_N1379_B
[ 306]
CYTH2A_N1378_A
[ 306]
CYTH3A_N1051_A
[ 303]
CYTH3B_N1051_B
[307]
ROS1A_C811#1

[ 306]
ROS1B_C811#2

[ 306]
ROS2A_C544_A

[ 306]
ROS2B_C544_B

[ 306]
ROS3A_C1652_A
[307]
ROS3B_C1652_B

[ 306]
ROS4A_C841 A
[367]
ROS4B_C841 B

[ 295]
MELCORA_C422_A
[ 305]
MELCOR2B_C422_B
[ 306]

MELCOBA Cl11_A

[ 306]

MELTT1A _TTO3_A
[ 304]
MELTT1B_TTO3_B
[ 305]
MELTT2A_TTO4_A
[ 304]
MELTT2B_TT04_B
[ 305]

MELTT3A TT14_A
[ 304]
MELTT3B_TT14_B
[ 304]

MELFGLA C436_A
[ 305]
MELFGLB_C436_B
[ 305]

......... A
......... A
......... A
A...G.--
......... A
......... A
360
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MELFG2A_C437_A
[ 305]

MELFG3A C528_A

[ 305]
MELFG3B_C528_B
[302]

MELFG4A C1384 A
[ 304]
MELFG4B_C1384_B
[ 305]

THEL4A FGL18_A

[ 304]

THEL4AB FGL18_B

[ 305]

THEL2A FG90_A

[ 304]
THEL2B_FG90_B

[ 305]

THEL3A FGL04_A

[ 304]
THEL3B_FGL04_B

[ 303]

MAL1A N4026_A

[ 304]

MAL1B N4026_B
[302]

MAL2A N4027_A
[302]

MAL2B N4027_B

[ 304]

ECUALA C428_A

[ 304]

ECUA2A C2417_A

[ 325]
ECUA2B_C2417_B

[ 304]

AVARLA JML916_A
[ 304]

AVAR2A JMLO17_A
[ 304]

AVAR3A JML271_A
[ 304]

AGLA2A JML174_A
[ 304]

AGLA2B JML174_B
[ 304]

AGLA3A JML178_A
[ 304]
PLES2A_C2397_A

[ 304]

PLES3A C2429 A

[ 304]
PLES3B_C2429 B

[ 309]
CYDNOLA__553_A

[ 306]
CYDNOR2A 570 _A
[367]

CYDNO4A _N1047_A
[ 306]

CYDNC6_ STRI B809#2
[307]

H HECALE_Y5_A

[ 303]

H. HECALE_Y5_B

[ 303]

[ 420
?501

O o0 o0 0 o0 0 o0 0 0 00 00 0000000000000

P A A e D A A e A e A A e D A S A



CYTHLIA N1379 A
[ 346]
CYTH1B_N1379_B
[ 346]

CYTH2A N1378_A
[ 346]

CYTH3A N1051_A
[ 343]
CYTH3B_N1051_B
[ 347]
ROS1A_C811#1

[ 346]
ROS1B_C811#2

[ 346]
ROS2A_C544_A

[ 346]
ROS2B_C544_B

[ 346]

ROS3A C1652_A

[ 347]
ROS3B_C1652_B

[ 333]
ROS4A_C841 A

[ 407]
ROS4B_C841_B
[332]

MELCORA C422_A
[ 345]
MELCORB_C422_B
[ 346]

MELCOSA Cl11_A

[ 346]

MELTT1A TTO3_A
[ 344]
MELTT1B_TTO3 B
[ 345]

MELTT2A TTO4_A
[ 344]
MELTT2B_TT04_B
[ 345]

MELTT3A TT14_A
[ 344]

MELTT3B TT14_B
[ 344]

MELFGLA C436_A
[ 345]
MELFGLB_C436_B
[ 345]

MELFG2A C437_A
[ 345]

MELFG3A C528_A
[ 345]
MELFG3B_C528_B
[ 342]

MELFG4A C1384 A
[ 344]
MELFG4B_C1384_B
[ 345]

THEL4A FGL18_A
[ 344]

THEL4AB FGL18_B
[ 345]

THEL2A FG90_A

[ 344]
THEL2B_FG90_B

[ 345]

THEL3A FGL04_A
[ 344]
THEL3B_FGL04_B
[ 343]

MAL1A N4026_A

[ 344]




MAL1B NAO26 B mcmmmmmmom i ... CT..... T,
[ 342]
MAL2A NAO27 A mcmmmmmeee ... CT..... T,
[ 342]
MAL2B NA027 B mcmmmmmmmm i ... CT..... T,
[ 344]
ECUALA CA28 A mcmmmmmeem i ... CT..... T,
[ 344]
ECUA2A C2417_A AGTAGTTAGT ..o e ... CT..... T,
[ 375]
ECUA2B C2417 B mcmmmmmmmm i ... CT..... T,
[ 344]
AVARLA JMLO16 A cmmmmmmmmm i ... CT..... T,
[ 344]
AVARZA JMLO17 A cmmmmmmmm ... CT..... T,
[ 344]
AVARBA JML271 A cmmmmmmmmm o ... CT..... T,
[ 344]
AGLA2A JMLLITA A cmmmmmmmmm o ... CT..... T,
[ 344]
AGLAZB JMLL74 B cmmmmmmmmm i ... CT..... T,
[ 344]
AGLA3A JMLLI78_ A cmmmmmmmmm ... CT..... T,
[ 344]
PLES2A C2397 A mcmmmmeee i ... CT..... T,
[ 344]
PLES3A C2429 A mccmmmeee ... CT..... T,
[ 344]
PLES3B_C2429 B =cmmmmmm e T,
[ 349]
CYDNOLA 553 A mmcmmmmme e s
[ 346]
CYDNORA 570 A mmcmmmmme e s
[ 407]
CYDNOAA NLOA7 A cmmmmmmmoe i e T,
[ 346]
CYDNOE_STRI BBOOH2 == mmmmmm e o e T
[ 347]
H HECALE Y5 A ccmmmmeoee C..CoL G T
[ 343]
H HECALE Y5 B ccmmmemme C..CoL G T
[ 343]

[ 460 470 480 490
[ . . . . ]

CYTHLA N1379 A TTATTTCAGG ACCATGCAGA ACAACTTCAT AAGAGCTTTC CGAACATG
[ 394]
CYTHLB NI379 B ottt e e i
[ 394]
CYTH2A NIB78_A oottt e e s
[ 394]
CYTHBA NLOSL A oottt e e s
[391]
CYTH3B_N1051 B ..... AT TG ...
[ 395]
ROSIA CBLIHAL oo e
[ 394]
ROS1B C811#2 ... AT TG ...
[ 394]
ROS2A G544 A e
[ 394]
ROS2B_C544 B oot
[ 394]
ROS3A C1652 A ..... AT... ....... G e TG ...
[ 395]
ROS3B_CL652 B oooee e e e
[ 381]
ROSAA CBAL A ot e TG ...
[ 455]
ROSAB CBAL B oot e
[ 380]



MELCORA C422_A
[ 393]
MELCORB_C422_B

[ 394]

MELCOBA Cl11_A

[ 394]

MELTT1A TTO3_A
[392]

MELTT1B TTO3 B

[ 393]

MELTT2A TT04_A
[392]
MELTT2B_TTO4_B

[ 393]

MELTT3A TT14_A
[392]

MELTT3B TT14_B
[392]

MELFGLA C436_A

[ 393]
MELFGLB_C436_B

[ 393]

MELFG2A C437_A

[ 393]

MELFG3A C528_A

[ 393]
MELFG3B_C528_B

[ 390]

MELFG4A C1384 A
[392]
MELFG4B_C1384_B
[ 393]

THEL4A FGL18_A

[ 392]

THEL4AB FGL18_B

[ 393]

THEL2A FG90_A

[ 392]
THEL2B_FG90_B

[ 393]

THEL3A FGL04_A

[ 392]
THEL3B_FGL04_B
[391]

MAL1A N4026_A
[392]

MAL1B N4026_B

[ 390]

MAL2A N4027_A

[ 390]

MAL2B N4027_B
[392]

ECUALA C428_A
[392]

ECUA2A C2417_A

[ 423]
ECUA2B_C2417_B

[ 392]

AVARLA JML916_A
[392]

AVAR2A JMLO17_A
[392]

AVAR3A JML271_A
[392]

AGLA2A JML174_A
[392]

AGLA2B _JML174_B
[392]

AGLA3A JML178_A
[392]
PLES2A_C2397_A
[392]

seEee8seREeeREeS



PLES3A C2429 A
[392]
PLES3B_C2429 B
[397]
CYDNOLA__553_A

[ 394]
CYDNOR2A 570 _A

[ 455]

CYDNO4A _N1047_A

[ 394]

CYDNC6_ STRI B809#2
[ 395]

H HECALE_Y5_A
[391]

H. HECALE_Y5_B
[391]

END;
BEG N paup;

excl ude 38-40 289-310 317-325 342-344 359- 369;

Lset
1.6178)
END;

Rat es=equal

Base=(0.3472 0.1659 0.1163)
Pi nvar =0. 4172;

D. Alignment for H. melpomene at the Tpi locus

#NEXUS

[ MacCl ade 4.0 registered to nngg,

BEG N DATA;

nnyg]

DI MENSI ONS  NTAX=50 NCHAR=623;

FORVAT DATATYPE=DNA M SSI NG=? GAP=-

MATRI X

[
[

CYTHLIA N1379 A
CYTH2A N1378_A
CYTH3A_N1051_A
ROSIA C811 1
ROS1B_C811 2
ROS2A_C544_1
ROS2B_C544_2
ROS3A_C1652_A
ROS4A_C841 A
MELCOIA C421_A
MELCORA_C422_A
MELCOBA C11_A
MELCO4A C12_A
MELTT1A TTO3_A
MELTT2A_TTO4_A
MELTT3A TT14_A
MELFGLA_C436_1
MELFGLB_C436_2
MELFG2A_C437_1
MELFG2B_C437_2
MELFG3A_C528_A
MELFG4A_C1384_A
THEL1A FG82_A
THEL1B_FG82_B
THEL2A_FG90_A
THEL3A FGL04_A
THEL3B_FGL04_B
THEL4A_FGL18_A
THEL4AB_FGL18_B
MAL1A N4026 A

10

20

MATCHCHAR=.

30

TG

| NTERLEAVE ;

40

Nst=6 Rmat=(1.0000 2.9083 1.0000 1.0000

-]

TGGTGAAAAG GACGATCTGG TTGCTGATAA GGTAAAAAAA A- TGACTCTT

50]

49
49
49
49
49
49
50
49
49
49
49
49
49
50
50
50
50
50
50
50
50
50
50
50
50
50
50
50
50
48




AGLALA JMA94 A
AGLALB_JMi94 B
AGLA2A_JML174_A
AGLA2B_JML174_B
AGLALA JML178_A
AVAR2A_JML917_A
AVAR2B_JML917_B
AVAR3A_JML271_A
ECUALA C428_A
ECUA2A_C2417 A
PLES1IA N14_A
PLES3A_C2429 A
CYDNOLA 553 1
CYDNOLB 553 2
CYDNOR2A 570_1
CYDNO4A _N1047_A
CYDNO4B_N1047_B
CYDNOBA_P40_A
CYDNO3B_P40_B
HHECALE_Y5_A

[
[

CYTHLA N1379 A
CYTH2A_N1378_A
CYTH3A_N1051_A
ROS1A C811 1
ROS1B_C811 2
ROS2A_C5441
ROS2B_C544_2

[ 100]
ROS3A_C1652_A
ROS4A_C841 A
MELCOIA C421_A
MELCORA_C422” A
MELCOBA Cl1_A
MELCO4A C12_A
MELTTL1A TTO3_A
[ 100]

MELTT2A TTO4_A
[ 100]

MELTT3A TT14_A
[ 100]

MELFGLA C436_1
[ 100]
MELFGLB_C436_2
[ 100]

MELFG2A C437_1
[ 100]
MELFG2B_C437_2
[ 100]

MELFG3A C528_A
[ 100]

MELFG4A C1384 A
[ 100]

THEL1A FG82_A

[ 100]

THEL1B FG82_B

[ 100]

THEL2A FG90_A

[ 100]

THEL3A FGL04_A
[ 100]
THEL3B_FGL04_B
[ 100]

THEL4A FGL18_A
[ 100]

THELAB FGL18_B
[ 100]

MAL1A N4026_A

99
99
99
99
99
99

99
99
99
99
99
99




AGLALA JMA94 A

[ 100]

AGLALB JM494 B
AGLA2A_JML174_A
AGLA2B_JML174_B
AGLALA JML178_A
AVAR2A_JMLO17_A
AVAR2B_JML917_B
AVAR3A_JML271_A
ECUALA C428 A
ECUA2A_C2417 A
PLES1IA N14_A
PLES3A_C2429 A
CYDNOLA 553 1
CYDNOLB 553 2
CYDNOR2A 5701
CYDNO4A _N1047_A
CYDNO4B_N1047_B
CYDNOBA_P40_A
CYDNOBB_P40_B
HHECALE_Y5_A

[
[

CYTHLA N1379_A
[ 148]

CYTH2A N1378_A
[ 148]

CYTH3A N1051_A
[ 148]

ROSIA C811 1

[ 148]
ROS1B_C811 2

[ 148]

ROS2A C544_1

[ 148]
ROS2B_C544_2

[ 149]

ROS3A C1652_A

[ 148]

ROS4A C841_A

[ 148]

MELCOLA C421_A
[ 148]

MELCORA C422_A
[ 148]

MELCOBA C11_A

[ 148]

MELCO4A C12_A

[ 148]

MELTT1A TTO3_A
[ 149]

MELTT2A TTO4_A
[ 149]

MELTT3A TT14_A
[ 149]

MELFGLA C436_1
[ 149]
MELFGLB_C436_2
[ 149]

MELFG2A C437_1
[ 149]
MELFG2B_C437_2
[ 149]

MELFG3A C528_A
[ 149]

MELFG4A C1384_A
[ 149]

THEL1A FG82_A

[ 149]

CATACATATA TCTCCATAGA GAAATAGGAC ATGGGGATTA ACA- GTCTTG




THEL1B FG82_B

[ 149]

THEL2A FG90_A

[ 149]

THEL3A FGL04_A
[ 149]
THEL3B_FGL04_B
[ 149]

THEL4A FGL18_A
[ 149]
THEL4AB_FGL18_B
[ 149]

MAL1A N4026_A

[ 148]

AGLALA JMA94 A
[ 149]

AGLALB JM494 B
[ 148]

AGLA2A JML174_A

[ 148]

AGLA2B_JML174_B

[ 148]

AGLALIA JML178_A

[ 148]

AVAR2A JMLO17_A

[ 148]

AVAR2B_JMLO17_B

[ 148]

AVAR3A JML271_A

[ 148]

ECUALA C428_A

[ 148]

ECUA2A C2417_A
[147]

PLES1A N14_A

[ 148]

PLES3A C2429 A
[ 148]

CYDNOLA 553_1

[ 148]
CYDNOLB_553_2
[147]
CYDNORA 570 1

[ 148]
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ROS3A_C1652_A
ROS4A_C841 A
MELCOIA C421_A
MELCORA_C422_A
MELCOBA C11_A
MELCO4A C12_A
MELTT1A TTO3_A

610 620

AACTAAGCECT CTATTGCCTG CCA

503
503
503
503
503
503
502
500
503
503
503
503
503
510




MELTT2A TTO4 A oo e o 510
MELTT3A TT14 A oo e . 510
MELFGLA C436 1 oo e, . 510
MELFGLB C436 2 o'oeine e . 510
MELFG2A CA37 1 oo e . 510
MELFG2B CA37 2 oo e . 504
MELFG3A C528°A oo e . 510
MELFGAA C1384 A oo e . 510
THELIA FGB2_ A oot i, . 510
THELIB FG82 B ooeeee e, . 510
THEL2A FGO0 A oo i . 510
THEL3A FGLOA A oo e . 510
THEL3B FGLO4A B oo oo . 510
THEL4A FGL18 A oo . . 504
THELAB FGL18 B ©'voeee oo . 510
MALIA NA026 A oeine e . 464
AGLALA JMAOA A . . 501
AGLALB JMIOA B . . 463
AGLA2A IMLLITA A oo . 464
AGLA2B JMLI7A B oo i . 464
AGLALA JMLI78 A oo e . 464
AVBR2A JMLO17 A oottt . 464
AVARZB _JMLO17 B oo e . 464
AVBRZA JML271 A ot . 504
ECUALA CA28 A oo e . 464
ECUA2A C2417 A oo e . 481
PLESIA N14 A oo e . 464
PLES3A C2429 A oot . 464
CYDNOLA 553 1 2222722227 2222722222 222  [519
CYDNOLB_553_2 2222222777 2222222772 222 [ 502
CYDNOR2A 570_1 LLL.779222 2227779922 277 [521
CYDNO4A N10A7 A oo e . 501
CYDNOAB NIOA7 B oo e . 519
CYDNGBA P40 A oo e . 502
CYDNOBB P40 B oo e . 521
HHECALE Y5 A oo e . 612
END;

BEG N PAUP;

excl ude 41-42 164-166;

Lset Base=(0.3619 0.1454 0.1875) Nst=6 Rmat=(1.0000 2.6018 1.0000 1.0000
5.9283) Rates=equal Pinvar=0.6301;

END;



