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Sakellari 2006 9.64 0.45 206.39 1.45 0.15

de Freitas 2007 0.33 0.04 2.93 -0.99 0.32

Guzeldemir 2008 7.00 0.32 155.03 1.23 0.22

Schulz 2008 8.34 0.45 155.99 1.42 0.16

Menezes 2008 0.37 0.07 2.02 -1.14 0.25

Erciyas 2010 0.70 0.03 15.11 -0.23 0.82

Ebadian 2013 5.00 0.97 25.77 1.92 0.05

Yang 2013 2.71 1.09 6.73 2.15 0.03

2.07 1.11 3.87 2.29 0.02

0.1 0.2 0.5 1 2 5 10

Decreased risk Increased risk

Study name Statistics for each study OR and 95% CI (Fixed)

OR LI UI Z-Value p-Value

Total

Heterogeneity: I2 =  36.50%, p = 0.14 

OR = Odds ratio; LI = Lower limit; UI = Upper limit; CI = Confidence interval

Supplementary Fig. S1 Forest plot of overall analysis in AA vs. GG genetic model



Supplementary Fig. S2 Forest plot of overall analysis in AA vs. AG+GG genetic model

Sakellari 2006 10.17 0.48 216.33 1.49 0.14

de Freitas 2007 0.34 0.04 2.95 -0.97 0.33

Guzeldemir 2008 8.08 0.37 177.23 1.33 0.18

Schulz 2008 8.95 0.48 165.66 1.47 0.14

Menezes 2008 0.42 0.08 2.19 -1.03 0.30

Erciyas 2010 0.47 0.02 10.05 -0.48 0.63

Ebadian 2013 4.64 0.94 22.87 1.89 0.06

Yang 2013 2.75 1.12 6.75 2.20 0.03

2.09 1.13 3.86 2.35 0.02

0.1 0.2 0.5 1 2 5 10

Study name Statistics for each study OR and 95% CI (Fixed)

OR LI UI Z-Value p-Value

Decreased risk Increased riskOR = Odds ratio; LI = Lower limit; UI = Upper limit; CI = Confidence interval

Total

Heterogeneity: I2 =  37.95%, p = 0.13 



Supplementary Fig. S3 Forest plot of overall analysis in AG vs. GG genetic model

Endo 2001 1.14 0.20 6.44 0.14 0.89

Shapira 2001 0.66 0.14 3.02 -0.54 0.59

Pérez 2004 1.14 0.29 4.45 0.18 0.85

Brett 2005 1.37 0.69 2.73 0.90 0.37

Sakellari 2006 0.81 0.35 1.88 -0.49 0.62

Zhu 2007 1.99 0.87 4.55 1.63 0.10

de Freitas 2007 0.92 0.40 2.14 -0.19 0.85

Guzeldemir 2008 0.40 0.07 2.19 -1.05 0.29

Schulz 2008 0.80 0.36 1.75 -0.57 0.57

Menezes 2008 0.72 0.29 1.84 -0.68 0.50

Moreira 2009 0.78 0.33 1.86 -0.57 0.57

Erciyas 2010 4.44 1.79 10.99 3.22 0.00

Ebadian 2013 1.16 0.54 2.47 0.39 0.70

Yang 2013 0.96 0.60 1.52 -0.19 0.85

Ozer Yücel 2015 0.59 0.21 1.65 -1.01 0.31

1.06 0.85 1.32 0.50 0.62

0.1 0.2 0.5 1 2 5 10

Study name Statistics for each study OR and 95% CI (Fixed)

OR LI UI Z-Value p-Value

Decreased risk Increased riskOR = Odds ratio; LI = Lower limit; UI = Upper limit; CI = Confidence interval

Heterogeneity: I2 =  20.56%, p = 0.22 

Total



Supplementary Fig. S4 Forest plot of overall analysis in AA+AG vs. GG genetic model

Endo 2001 1.14 0.20 6.44 0.14 0.89

Shapira 2001 0.66 0.14 3.02 -0.54 0.59

Pérez 2004 1.14 0.29 4.45 0.18 0.85

Brett 2005 1.37 0.69 2.73 0.90 0.37

Sakellari 2006 0.97 0.43 2.18 -0.07 0.94

Zhu 2007 1.99 0.87 4.55 1.63 0.10

de Freitas 2007 0.81 0.36 1.83 -0.50 0.62

Guzeldemir 2008 0.81 0.20 3.20 -0.31 0.76

Schulz 2008 1.01 0.47 2.15 0.02 0.98

Menezes 2008 0.63 0.27 1.51 -1.03 0.30

Moreira 2009 0.78 0.33 1.86 -0.57 0.57

Erciyas 2010 1.27 0.41 3.95 0.41 0.68

Ebadian 2013 1.33 0.64 2.77 0.77 0.44

Yang 2013 1.16 0.75 1.78 0.66 0.51

Ozer Yücel 2015 0.59 0.21 1.65 -1.01 0.31

1.06 0.85 1.31 0.50 0.61

0.1 0.2 0.5 1 2 5 10

Study name Statistics for each study OR and 95% CI (Fixed)

OR LI UI Z-Value p-Value

Decreased risk Increased riskOR = Odds ratio; LI = Lower limit; UI = Upper limit; CI = Confidence interval

Total

Heterogeneity: I2 =  0%, p = 0.91 



Supplementary Fig. S5 Forest plot of meta-regression analysis in A vs. G genetic model based on smoking status

Regression of smoking status on Log odds ratio (Fixed effect model)
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Slope = -0.06710, 95%CI = -0.25614 – 0.12195, p = 0.48667

Intercept = 0.35588, 95%CI = -0.10122 – 0.81297, p = 0.12702


