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      Forward Primer       CpG 1       

CCTAGAGCAATTTTGTTTTGAAGAGCACAGAACACCCTGTTCTGAATGTGGCTGGCACATGAACTCGATGTGCTG 

     CpG 2     

ACAGCAATTTGTTCTCCGATTAAAATGGGGGTGGGGAGCATACAGCAGTAACAAAAACTGAAATGTGAGAACCCC 

 

AAAACTGTACAGCTTGTATTTCAGGAAGCAAAACTGAGGAAGAGGCTGCAACTTTTTAAAAAAAGTGCTGTAAAT 

      CpG 3   CpG 4   

GCCCCAGCCTAAGATGTGAGCTCGGTGAGCGCCTGCTTTCCCTTTTCTAATTATAGTAGCTGGTGTCTGATAGCT 

 CpG 5  

CTGCACTCGTCCCCAAAGACTGGGTGATGGGCTCTGAACGGCAGTGTTGTAATGGCATCACTACTAGGAAAGACT 

 

GGTCATCTGGCTAGCAGAACCCAGGGTGGGACCAGTCAATGACACTGGGCAAGGGTTCCCAGGAGAGTGGATGTT 

        Reverse Primer 

 

 
Supplemental Figure Legend: 

Schematic representation of the mouse fkbp5 intron 5 sequence analyzed for DNA 

methylation. The genomic location of the sequence shown is chr17:28,420,293-

28,420,742 (mm10). The primer locations are depicted in yellow. Functional 

glucocorticoid response elements (GREs) are shown in bold. The CG dinucleotides 

included in our assay are highlighted in red and numbered accordingly.  

 
 


