
	
  
	
  
	
  
	
  
	
  

	
  
	
  
Additional	
   file	
   3:	
   The	
   distribution	
   of	
   pre-­‐filtered	
   SNPs	
   across	
   three	
   different	
   depth	
  
classes:	
  Low	
  (<4),	
  Acceptable	
  (4-­‐200),	
  and	
  Over-­‐represented	
  (>200).	
  The	
  plot	
  compares	
  
the	
  distributions	
  of	
  average	
  read	
  depths	
  for	
  the	
  pre-­‐filtered	
  SNPs	
  called	
  by	
  the	
  five	
  evaluated	
  
pipelines	
  (Table	
  4A).	
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GBS−SNP−CROP−MR01
GBS−SNP−CROP−RG
TASSEL−UNEAK
TASSEL−GBS−32bp
TASSEL−GBS−64bp


