
 

Additional File 7: Predicted ubiquitination and phosphorylation sites in the 

MtRDR1 amino acid sequence. Potential ubiquitination sites are back-shaded in 

black (medium confidence prediction) or high-lighted in green (low confidence 

prediction). Amino acid residues predicted to be potential phosphorylation sites in the 

translated MtRDR1 protein sequence are underlined and highlighted in blue.  

Phosphorylation sites were predicted using NetPhos 2.0 software [64]. Only residues 

with a potential phosphorylation score > 0.850 (high confidence prediction) have been 

marked above. Ubiquitination sites were predicted using UbPred software [65]. 

 


