Data S2, related to figure2
Tail-PCR sequencing. M. polymorpha genome sequence is in black, T-DNA sequence (binary vector
pCambial300) is in red

MpRSL1C6%F1 (Left-Border)

GTGGTGTGGAGGAGTCGTTGTTTTGCGGCCCCTCGTCTTCAATATTTTGGTTATAACCCTCAATGCATCGCCCGTCCTCTCTTTCTTCCGTCAGA
GTCTCTCTCCGCCCCGGCCTTTCCTCGTTCGGGGATCCTTTCCCTTCTGTGTTCTCTCTCTCTCTTTCTCTCTCTCCTGCCGGAGAACCCAGTAG
TCTCTTTCTCCCGAGAATTTTTACTCGGTCTCTTGCGCATTTTGCCTTCTCTCAGGCCTGTATGTAAACAGGCTGGTGTAAACAAATTGACGCTT
AGACAACTTAATAACACATTGCGGACGTTTTCAATGTACTGAATTAACGCCGAATTAATTCGGGGGATCTGGATTTTAGTACTGGATTTTGGTTT
TAGGAATTAGAAATTTTATTGATAGAAGTATTACAAATACAAATACAI...]

MpRSL1C6%F1 (Right-Border)

[..] TGTCGTTTCCGCCTTCNGTTTAACTATCAGTGTTTGATGCAAGACTTGAAGTAGCGGTAGAATGAGGAGGGGGTCAACATAGAATTGAGCTT
GACTTCATACTCTACTTCACATTCATCCCCTCGCTCAAGTAGATTGCCATTGGCAGTTCATGTTCTAAGGCATGGAAGTGCCTAGATAACGGTGA
CCGAGGAAGACCAGAGAGCGAACACTGATATGGCTTAG

MpRSL16°F2 (Right-Border)

[..]CTATCAGTGTTTGATGCGCTACCACAGAGGTTGGAGGACAGTCCTGCCATGCAACAAGGAAGAAAGAGAGTTTTAATCCACACGTACCTATT
TTAATATGGGGAAGAGTAGGGAGATAAACAGACATGGTAGTTGTTGCTCTTAAGAGAGGAAGATGTTTAGGTGCTGCTAATTACGAAGGCAGAGG
CGCTGGTCGGGGCCTGCAATAACGGGACTGCATCCAAAACATAGGTAATTTCATCCTTAATCCGGTCGTGGTGACGAGTGCGTCGTGTTTTAGAT
CCAATCAATGATTAAGCCGAATATGTTTGGTGATTTGGAGGACCCTGGGATCTGTTTCAAGTTTGGTGAATGGGATTCCGTCACGCTAACCGGCT
TACATCAATGATTAATAGGAGTACATTTGGGCCCGGCCAGTGTAGTTAAATTCTGCATACATACACAGACCTGGAAGGGGGGGAATTGAAAACGC
ATCAACCCATCGGACAAACCTGAACAGTCTTCCAACCCCAGAACTCGATCCGGAGGTTGAAATCAGAATCTGAAGGATCTACAGCATTGAACTAT
TGCTGACGTAAGATATTGGCGGATTTGGCGGCGGTCAGGTTCAGCGAGGAGAGTCGATGCGAATTTCTGGAGATGGCCTGAGGAGGTGAAGTCGG
TGGTGTGGAGGAGTCGTTGTTTTGCGGCCCCTCGTCTTCAATATTTTGGTTATAACCCTCAATGCATCGCCCGTCCTCTCTTTCTTCCGTCAGAG
TCTCTCTCCGCCCCGGCCTTTCCTCGTTCGGGGATCCTTTCCCTTCTGTGTTCTCTCTCTCTCTTTCTCTCTCTCCTGCCGGAGAACCCAGTAGT
CTCTTTCTCCCGAGAATTTTTACTCNGTCTCTTGCGCATTTTGCCTTCTCTCAGGCATAGGACCCCGGTGGGTCCTCGCAGCCTCTTCTCCCTTT
CTANNTGCAAGACTTGAAGTAGCGGNNGAATGAGGAGGGGGTCANC

MpRSLIF3 (Left-Border)

CCGTAAGTCAATTAAGGAGAGAATCAAATGATGCTATGCCGAAAAGGCCACTTTTCGCGGACGGACGGACGGGGTTGGGGAGATGGGTAAAATAA
GCCTGGCTGGGTGCTGACTAGGCTGTGACGTGAGAAGCGTGAGTAGGCTCGTCGATAAACCCTCACATATATTGTGGTGTAAACAAATTGACGCT
TAGACAACTTAATAACACATTGCGGACGTTTTTAATGTACTGAATTAACGCCGAATTAATTCGGGGGATCTGGATTTTAGTACTGGATTTTGGTT
TTAGGAATTAGAAATTTTATTGATAGAAGTATTACAAATACAAATATI...]

MpRSL16%F3 (Right-border)

[..] CCTGAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGATTGTCGTTTCCCGCCTTCAGTTTAAACTATCAGTGTTTGAACTGAAGGGTG
TACAGGTCACTGTCGGAAGAGCACCAGGGTGAACGAGCAAATGAATTGAAAGCAAAGAAGATGGAAGTGAACCACTATACCAGAGGCAACGGCGG
TGCCATTTCTCTTGGCTCTCCCCGTCCAGCCAAATCGGGGAGGAGTTCGTGGAAGCAGTGCTGGGAACAGCCATGACCCTCTCATCATGCGCGTC
TGCCCGTTCGCCTTGCATAAATGCCGAATCGCTTGCTTTCTCCTGTCGGCTCGACGGAGTGAAGGTCATTCCGTCCGTCCGAATTAGTCACTTTT
GTAATAAGGCGAATCCTGAAAGCGTGCTTCTATGATGAGCTACAGTCCAGCCCAA

MpRSL16%F4 (Left-border)
CAATTTCGCGTGAGCGGGACCCAGGCAGTAAAGTTGCATGGGGAACTCTTCCTGTATACCCATCCCATGGCAATGCATGCATGCATGCATCAATC
CCACATCATGCCTGGCCACCCCATGCAAGGCGCATCATGGTCTAGTCGTGCAGAATCTGCCCTGGCTGCCCGACCAATTAGAAGGGGCCCACGTC
GCCCACCTCCTCCAATGGCTAGATAGAGGCGTATTCTCCAGGAAGTCGAACGAATTCCCCTTGACTGAGATGTTTTACTTTGTCTTCCCAAAGTA
GAGGAGCATACTGTGTCCTGTTCGCAGAGGAGCACAGAAAGACCTTCCCGAAGGTAGTTTTCCGTATCGTTACTACTATCTGTAATCAAAGCTTA
TCCTTCCACTTTCTACTTACTACCAATCCCGAGCTTTGACACGTTGCTATCACTGAACGCATGATGGATGTCCATTATTGTGGTGTAAACAAATT
GACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTAATGTACTGAATTAACGCCGAATTAATTCGGGGGATCTGGATTTTAGTACTGGATT
TTGGTTTTAGGAATTAGAAATTTTATTGATAGAAGTATTACAAATACAAATAL...]

MpRSL16%F4 (Right-border)

[..] TTCGATTCCTGAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGATTGTCGTTTCCCGCCTTCAGTTTAAACTATCAGTGTTTGACTGA
TAGTTTAACTGTGGGTAGGCTTCGTTTAAGTAGACACCTAGAATGTGTGTGGACGGACGGATGGAAGAAAGCTTTCGAACCGAGAGCCTGCTCTA
ATCGAATTTCTAATCTTCACCAACTAGAATATACTATATCACTGATTGAGGTTCCTTCTTCACGGAAGAAAATTAGTACACTGTATGTTAGCTCA
CCAGTAAGTATCTTACNCGCTACTTTTNAATTTACTAATTAAACACTAAGCTTGCCGCTGATAAGT

MpRSL1®F> (Left-border insertion site)



TGACCCNNGANNCACAATTTCGCGTGAGCGGGACCCAGGCAGTAAAGTTGCANGGGGAACTCTTTCCTGTATACCCATCCCATGGCAATGCATGC
ATGCATGCATCAATCCCACATCATGCCTGGCCACCCCATGCAAGGCGCATCATGGTCTAGTCCTTTTCCCGTTCCACATCATAGGTGGTCCCTTT
ATACCGGCTGTCCGTCATTTTTAAATATAGGTTTTCATTTTCTCCCACCAGCTTATATACCTTAGCAGGAGACATTCCTTCCGTATCTTTTACGC
AGCGGTATTTTTCGATCAGTTTTTTCAATTCCGGTGATATTCTCATTTTAGCCATTTATTATTTCCTTCCTCTTTTCTACAGTATTTAAAGATAC
CCCAAGAAGCTAATTATAACAAGACGAACTCCAATTCACTGTTCCTTGCATTCTAAAACCTTAAATACCAGAAAACAGCTTTTTCAAAGTTGTTT
TCAAAGTTGGCGTATAACATAGTATCGACGGAGCCGATTTTGAAACCGCGGTGATCACAGGCAGCAACGCTCTGTCATCGTTACAATCAACATGC
TACCCTCCGCGAGATCATCCGTGTTTCAAACCCGGCAGCTTAGTTGCCGTTCTTCCGAATAGCATCGGTAACATGAGCAAAGTCTGCCGCCTTAC
AACGGCTCTCCCGCTGACGCCGTCCCGGACTGATGGGCTGCCTGTATCGAGTGGTGATTTTGTGCCGAGCTGCCGGTCGGGGAGCTGTTGGCTGG
CTGGTGGCAGGATATATTGTGGTGTAAACAAATTGACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTAATGTACTGAATTAACGCCGAA
TTAATTCGGGGGATCTGGATTTTAGTACTGGATTTTGGTTTTAGGAATTAGAAATTTTATTGATAGAAGTATT [...]

MpRSLI1%%F> (Right-border insertion site)

[..] GGCCGACGTCGCATGCTCCCGGCCGCCATGGCGGCCGCGGGAATTCGATTCCTGAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGAT
TGTCGTTTCCCGCCTTCAGTTTAAACTATCAGTGTTTGACGACCAATTAGAAGGGGCCCACGTCGCCCACCTCCTCCAATGGCTAGATAGAGGCG
TATTCTCCAGGAAGTCGAACGAATTCCCCTTGACTGAGATGTTTTACTTTGTCTTCCCAAAGTAGAGGAGCATACTGTGTCCTGTTCGCAGAGGA
GCACAGAAAGACCTTCCCGAAGGTAGTTTTCCGTATCGTTACTACTATCTGTAATCAAAGCTTATCCTTCCACTTTCTACTTACTACCAATCCCG
AGCTTTGACACGTTGCTATCACTGAACGCATGATGGATGTCCATTATGGCTGTTTAACTGTGGGTAGGCTTCGTTTAAGTAGACACCTAGAATGT
GTGTGGACGGACGGATGGAAGAAAGCTTTCGAACCGAGAGCCTGCTCTAATCGAATTTCTAATCTTCACCAACTAGAATATACTATATCACTGAT
TGAGGTTCCTTCTTCACGGAAGAAAATTAGTACACTGTATGTTAGCTCACCAGTAAGTATCTTACGCGCTACTTTTCAATTTACTAATTAAACAC
TAAGCATGCCGCTAATAAGTTCTCATGGTGCAAACCGCGTGCTCCTCGCGTGCTACGGTTGCGGCGACTATAGTGACACGTCCAACGAGGCACTT
ACTCCGGTTAGAGTTGCAGAGGCGGTGGATCTTGTGGAATGGCGAAAGTAAGGCAAGTTTTAGCTGGACGTGGGATGCTCTCTCCATGTTGCCAG
ACTGTCGGTCTCGACGCGTAGCCAACAGTAGCGACAGTCATGGTCAATCAAAAGCTTGCAAGTTCCTGTACCTATTTCGTTCAATTAACATCTGA
CTCGCACAATCACTAGTGAATTCGCGGCCGCCTGCAGGTCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTG

Mprsll-1 (Right-border insertion site)

AATGTTTCTAGCGGATTGTTCTTACAGCAGGGACTCATGCAGCAGAAGAATTATAATGGTGTATCTACGATGAATCACGACAAAAGCAGCTACTT
GAGCAGTAATTCCCGTGTGTACTTCAACCAATCTTCTAGTTCCACTTTAGATACTACTAACACTATTATGAATACATCTACTTCGAATCAGAGGT
TTGGTGAGAACATGCACAGCCCAAAATTGTTGCTCGAGTCATTGTCCGGTAACTCAGTGTTGCGTAACTTGGAGACAAATATCTCCGGTAGTCAT
AATCCATCGGAGTCCGTCAAACACTGATAGTTTAAACTGAAGGCGGGAAACGACAATCTGATCCAAGCTCAAGCTGCTCTAGCATTCGCCATTCA
GGAATCACTAGTGAATTCGCGGCCGCCTGCAGGTCGACCATATGGGAGAGCTCCCAACGCGTTGGATGCATAGCTTGAGTATTCTATAGTGTCAC
CTAAATAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAA
GTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGC
TGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTT
CGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGG
NCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAA
GTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACC[...]

Mprsll-1 (Left-border insertion site)

[..]GTCATTTGTTTACACCACAATATATATGGCTATTTGTATTCTACGCAGAAAAAAGTGGACACCCTTGAAAGCTTGAGGAAGTGGCCGAACAA
TGCCAGTGGGAATGGGGTGAAAGATGTCACTGCTAACCCAACCATAGGTAATTTGGGAAGGTTTTCGTCCTACAATAGTAACGGAGATAAGGAAG
ATGCTTTGTACGACACTTGGCCACCATCGAGCGTCGGACAAAACCATGCCTTGGATCCGGTACCCGAGACCGATTCTAGGAAGCGATTTCTCCAG
ATGAGTCTGGGGCAACCCAACGATACGAATCACAAGCGCCTGCATTTGGTGAGTTCGCAGAGACTAATTTGATTTTGCACATTTGTGGTGGACAT
CGATTCGCGCCTCATACTCTTTCAATTGCTCTTTGAGCTCTGGCTGGAGTATGAATCAGTTGACAATCTTCCNTTCCAGTTTTCCAGTTTGGCCA
TCATGTTGTTTTCCATGCGTGTCCGGTTTCTGCTGAACAATCGTCCACCAGCAAGTTACNACACCACTTCAAGAATGGCCTGTGTGAGAGTAGGA
ATGTGATTAAACCTGACCAAAAATCCGAAATTTGTTTAGGAATTTTTCATNCGTC

Mprsll-2 (Left-border insertion site)

[..] GTCTAGCGTCATTTGTGTTATTTTGCACATTTGTGGTGGACATCGATTCGCGCCTCATACTCTTTCAATTGCTCTTTGAGCTCTGGCTGGAG
TATGAATCAGTTGACAATCTTCCATTCCAGTTTTCCAGTTTGGCCATCATGTTGTTTTCCATGCGTGTCCGGTTTCTGCTGAACAATCGTCCACC
AGCAAGTTACGACACCACTTCAAGAATGGCCTGTGTGAGAGTAGGAATGTGATTAACCTGACCAAAATCCGAAATTTGTTTAGGAATTTTTCTTC
GTCTACTGACATTCTCGAAACGATCAAACCCATGCAGGACACGTCTCCAAACGTGCAGACAACGGTTGCGCCTACCACTCTAAAGCGCTCATCCT
CATGGGCCTCTTCTCTCACATCCACCTGTTCTAAGACTGTAGACGCCATTAACCCTGGGCCTCTACCTTACACCAAGTCGAATTCACGACATGCC
GTCGGGCCGGCTTTGAACACCAATCTGAAGCCGCGAGCCCGGCAGGGCAGTGCGAACGATCCTCAGAGCATAGCAGCTCGCGTAAGTTTCCATTA
TCTGTGCTAAAGCCGACATCGAGTTCTGAGCTCACAGTAGACGTTTCAATGAGAAGTGGATGTCCAATATGTTAAGTCCGTTGTCGTGCTTCTCC
GTATGTGTATGGGCCGAAAGCGTATCATGCATCTAACGACCTATTTTCGCGACATTTGTTTGCAGCATCGGAGGGAACGCATCAGCGAGCGACTG
AAGACTCTACAAGATCTTGTTCCTAATGGTTCCAAGGTAATCGATCAGGAAAGGACGAAGATTGTTTCTGCTGCTGGGTTAAGAGCGAATATCAG
TGGAACTGAGCAAGTTGTCGCGCGGAGTAGCCTATAATCTCAATTTTGAAATACTTTTCCCCGATTCTTGCAATTGAGATGTGCAAT



